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NTDB id 310840 DDV21 RS06900 WP 116877664.1 MGNKRKVSLFSQMAPYIKSYRAAFLLAVVFTVISSSITVIGPDKLKEITDAITEGLAGQLDLDKIGRIAMTLALMYGAGA 80
NTDB id 370 SMU RS04260 WP 002263294.1 .MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALTLALLYFAGA 79
consensus * *! !! !!!!!!*! !*! ! !!!*!!**!!*!!!!!!!*!!!*!! *! !!!! *!!!!!! !!*!!!!*! !!!
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NTDB id 310840 DDV21 RS06900 WP 116877664.1 VISYTASFIVTTIIQKFSQKMRNAIADKINVLPLRYFDSHPQGDTLSRVTNDVDLMTQSLNQSLVSLVAAVVLLFGSIFM 160
NTDB id 370 SMU RS04260 WP 002263294.1 LVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLIGSIFM 159
consensus **!!!!!!!!*!*!!!!!!**!!!!!!!!! *!!*!!!!!*!!!!!!!!!!!!!!!!!! !!!!!!*!!!**!! !!!!!
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NTDB id 310840 DDV21 RS06900 WP 116877664.1 MIRTNGVLAATAIGSVFIGFILVIFIMSKTQPFFTRQQDNMAKVNGYVEEIYTGHNVVTSYSAVDQTKETFNQLNQNLYT 240
NTDB id 370 SMU RS04260 WP 002263294.1 MIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFA 239
consensus !!*!!! !!!!!! !!! !!*! !! !*!! ! *!! !*! ! !!!!!*!*!!!!!*!! !* !*! ! *!! *!*

logo SMWKSQFFSGIMMPLMMQF IGNFGYVMVC IVGATLMAINGDITMGTIVAFMTYVR I FSTQP I
L
A
SQIAQAGI

VTQLQSANRAAMGRVF
NTDB id 310840 DDV21 RS06900 WP 116877664.1 SMWKSQFFSGIMMPMMQFIGNFGYVMVCIVGATLAINGDITMGTIVAFMTYVRIFSQPLSQIAQAVTQLQSARAAMGRVF 320
NTDB id 370 SMU RS04260 WP 002263294.1 SMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVF 319
consensus !!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!*!!* !!!!**!!!!!! !!!!!!!
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SDEGNAHKEVKRQLETAKVEKGDNVANFDKDNVFFGYSKPDKTVI IHDFSAAHAKQAGQKIA IVGPTGAGKTTIVNLLMKRFYDE I

VDRG
NTDB id 310840 DDV21 RS06900 WP 116877664.1 EFLDEKEMSDEGAKERQLTAVKGDVAFKDVFFGYSKDKVIIHDFSAAAQAGQKIAIVGPTGAGKTTIVNLLMKFYDIDRG 400
NTDB id 370 SMU RS04260 WP 002263294.1 EFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRG 399
consensus !!!!! !* !! *! *!! ! ! ! ! !!!!!!*!! !!!!!!!*! !!!!!!!!!!!!!!!!!!!!!!!*!!**!!!
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VAAAKASVGVHHF IKMTLPKQGYDTMVLDDSVST
NTDB id 310840 DDV21 RS06900 WP 116877664.1 SITIDGIDINQMKREEVHDAFAMVLQDTWLFEGTVKENLIYNQENITDDQVVAAAKSVGVHHFIMTLPQGYDTMLDDSVS 480
NTDB id 370 SMU RS04260 WP 002263294.1 MISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVT 479
consensus !*!!!* !* ! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!! *!!!*!!*!!!! !!!!!!! !!! !!!!*!!!!!*

logo LSVGQKQLLMTIARALLKDAPLL I LDEATSSVDTRTEEL IQQRAMDHKLMEGRTSFVIAHRLSTIRNADL I LVMKRDGNI I EQG
NTDB id 310840 DDV21 RS06900 WP 116877664.1 LSVGQKQLMTIARALLKDAPLLILDEATSSVDTRTEELIQQAMDKLMEGRTSFVIAHRLSTIRNADLILVMKDGNIIEQG 560
NTDB id 370 SMU RS04260 WP 002263294.1 LSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQG 559
consensus !!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!



logo

N
SHDQLMASAEGNGFYADLYNSQFQTAEESVA

NTDB id 310840 DDV21 RS06900 WP 116877664.1 NHDQLMSAGGFYADLYNSQFQAS.. 583
NTDB id 370 SMU RS04260 WP 002263294.1 SHDQLMAENGFYADLYNSQFTEEVA 584
consensus !!!!! !!!!!!!!!!! **
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