
logo

MM
TS
M
K
I
R
K
L
I L IL IVEDEDKLNSGLASRNFS IVSFLEDLFEQLHDEDGFYAADTVEVMI

T

Q
A
K
V
D
F
N
DGRESEGLEYMEALTEESKGDVFYDL I LLDLMLPELMKDNGFEQVATLRKRELQRDKQEEKGKIDTTYP I

V
I
M
L
M
I

NTDB id 258 KZH43 RS03475 WP 000590640.1 ..MIKILLVEDDLGLSNSVF.DFLDDFADVMQVFDGEEGLYEAESGVYDLILLDLMLPEKNGFQVLKELREKGITTPVLI 77
NTDB id 217 SPD RS03775 WP 000590640.1 ..MIKILLVEDDLGLSNSVF.DFLDDFADVMQVFDGEEGLYEAESGVYDLILLDLMLPEKNGFQVLKELREKGITTPVLI 77
NTDB id 183 SPR RS03560 WP 000590640.1 ..MIKILLVEDDLGLSNSVF.DFLDDFADVMQVFDGEEGLYEAESGVYDLILLDLMLPEKNGFQVLKELREKGITTPVLI 77
NTDB id 147 SP RS03905 WP 000590640.1 ..MIKILLVEDDLGLSNSVF.DFLDDFADVMQVFDGEEGLYEAESGVYDLILLDLMLPEKNGFQVLKELREKGITTPVLI 77
NTDB id 310837 DDV21 RS06350 WP 116877097.1 ..MIKILLVEDDLSLSNSVF.DFLDDFADVMQVFDGEEGLYEAESGVYDLILLDLMLPEKNGFQVLKELRDKGITTPVLI 77
NTDB id 362 SMU RS05200 WP 002262214.1 ..MIKLLLVEDDLSLSNSIF.DFLDDFADVMQVFDGEEGLYEAESGVYDLILLDLMLPEKNGFQVLKELREKGITTPVLI 77
NTDB id 606 V4T04 RS01910 WP 003130756.1 MTSKKILIIEDEKNLARFVSLELEHEGYATEIKDNGRSGLEEATSKDYDLILLDLMLPELDGFEVARRLRKE.KDTPIIM 79
NTDB id 471 HSISS4 RS01430 WP 002883757.1 .MSKRILIVEDEKNLARFVSLELQHEGYDVVTADNGREGLEMALEKDFDLILLDLMLPEMDGFEVTRRLQQE.KDTYIMM 78
consensus ****!**!!** !***** **************!**!!**!*****!!!!!!!!!!!**!!*!***!******!****

logo MTARKDEGS ITLMDDI
R
K
V
G
A
HGLFDE I

R
LGADDYI

L
V
TKPFAYI

LEELLKAMRVIRQAFTLFLRKREQSDEGHIKEGFAHAKVNAEPRNAEEKNAINTSTLSTFYRGDENI
L
K
S
T
V
I
L
VDNKVTLAQTSNTRNTTVHLMVKRVNQGEKGDEQKTAVEP I

V
D
P
ELTLKRG

NTDB id 258 KZH43 RS03475 WP 000590640.1 MTAKESLDDKGHGFELGADDYLTKPFYLEELKMRIQALLKRSGKF.....NENTLTYGNIVVNLSTNTVKVEDTPVELLG 152
NTDB id 217 SPD RS03775 WP 000590640.1 MTAKESLDDKGHGFELGADDYLTKPFYLEELKMRIQALLKRSGKF.....NENTLTYGNIVVNLSTNTVKVEDTPVELLG 152
NTDB id 183 SPR RS03560 WP 000590640.1 MTAKESLDDKGHGFELGADDYLTKPFYLEELKMRIQALLKRSGKF.....NENTLTYGNIVVNLSTNTVKVEDTPVELLG 152
NTDB id 147 SP RS03905 WP 000590640.1 MTAKESLDDKGHGFELGADDYLTKPFYLEELKMRIQALLKRSGKF.....NENTLTYGNIVVNLSTNTVKVEDTPVELLG 152
NTDB id 310837 DDV21 RS06350 WP 116877097.1 MTAKEGLDDKGHGFELGADDYLTKPFYLEELKMRIQALLKRSGKF.....NEKILSYGELSVDTSTNTTLVQGQEVELLG 152
NTDB id 362 SMU RS05200 WP 002262214.1 MTAKEGLDDKGHGFELGADDYLTKPFYLEELKMRIQALLKRSGKF.....NENNLTYGELTVDTATNTTMVNGKEVELLG 152
NTDB id 606 V4T04 RS01910 WP 003130756.1 MTARDSTMDRVAGLDIGADDYITKPFAIEELLARVRAFFRREEHGHAV.ERAENTSFRDLVIDKTNRTVHRGKKVIDLTR 158
NTDB id 471 HSISS4 RS01430 WP 002883757.1 MTARDSIMDIVAGLDRGADDYIVKPFAIEELLARIRATFRRQDIEAAKNAPAKASTYRDLKLDVQNRTVVRGDEAIPLTK 158
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NTDB id 258 KZH43 RS03475 WP 000590640.1 KEFDLLVYFLQNQNVILPKTQIFDRLWGFDSDTTISVVEVYVSKVRKKLKGTTFAENLQTLRSVGYLLKDVQ 224
NTDB id 217 SPD RS03775 WP 000590640.1 KEFDLLVYFLQNQNVILPKTQIFDRLWGFDSDTTISVVEVYVSKVRKKLKGTTFAENLQTLRSVGYLLKDVQ 224
NTDB id 183 SPR RS03560 WP 000590640.1 KEFDLLVYFLQNQNVILPKTQIFDRLWGFDSDTTISVVEVYVSKVRKKLKGTTFAENLQTLRSVGYLLKDVQ 224
NTDB id 147 SP RS03905 WP 000590640.1 KEFDLLVYFLQNQNVILPKTQIFDRLWGFDSDTTISVVEVYVSKVRKKLKGTTFAENLQTLRSVGYLLKDVQ 224
NTDB id 310837 DDV21 RS06350 WP 116877097.1 KEFDLLVYFLQNKNVILPKSQIFDRIWGFDSDTTISVVEVYVSKIRKKLKGTRFADHLQTLRSVGYILKNAE 224
NTDB id 362 SMU RS05200 WP 002262214.1 KEFDLLVYFLQNQNVILPKSQIFDRIWGFDSDTTISVVEVYVSKIRKKLKDTTFGKNLQTLRSVGYILKDAN 224
NTDB id 606 V4T04 RS01910 WP 003130756.1 REYDLLLTLMQNVGDVVTREHLVSQVWGYEEGTETNVVDVYIRYLRNKIDVEGQDSYIQTVRGLGYVMRERK 230
NTDB id 471 HSISS4 RS01430 WP 002883757.1 REFDLLNTLLSNMNQVMTREELLLQVWKYDDAIETNVVDVYIRYLRGKIDVPGKESYIQTVRGMGYVIREK. 229
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