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NTDB id 310832 DDV21 RS04425 WP 116878794.1 ....MQKTSISLILFLLLLGGSFLTGDSSFSKQQLFRQITELITGPSSSLQSNGSSLQAKRPNQALAETVLTENVKQQLG 76
NTDB id 262 KZH43 RS08770 WP 001036779.1 MNKKTRQTLIGLLVLLLLSTGSYYIKQ...........MPSAPNSPKTNLS..QKKQASEAPSQALAESVLTDAVKSQIK 67
NTDB id 221 SPD RS09380 WP 001036779.1 MNKKTRQTLIGLLVLLLLSTGSYYIKQ...........MPSAPNSPKTNLS..QKKQASEAPSQALAESVLTDAVKSQIK 67
NTDB id 187 SPR RS08930 WP 001036779.1 MNKKTRQTLIGLLVLLLLSTGSYYIKQ...........MPSAPNSPKTNLS..QKKQASEAPSQALAESVLTDAVKSQIK 67
NTDB id 152 SP RS09870 WP 001036779.1 MNKKTRQTLIGLLVLLLLSTGSYYIKQ...........MPSAPNSPKTNLS..QKKQASEAPSQALAESVLTDAVKSQIK 67
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NTDB id 310832 DDV21 RS04425 WP 116878794.1 SAIEWNGSGAYIINGNKTDLNAKVSSAPYANNKTKTVQGQKVPTVANALLAKSTRQYKSRQETGSQSGSWTPPGWHQIQN 156
NTDB id 262 KZH43 RS08770 WP 001036779.1 GSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKN 147
NTDB id 221 SPD RS09380 WP 001036779.1 GSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKN 147
NTDB id 187 SPR RS08930 WP 001036779.1 GSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKN 147
NTDB id 152 SP RS09870 WP 001036779.1 GSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKN 147
consensus ***!!!!!!!*!*!!!!!*!*!!!!!*!!!*!!!!!!****!!!!!!!!!*!*!!!!!*!*!!!**!*!!!!!!!!!**!

logo LSKGPSYDTHAVDRGHLLAGYSALVIGGLRDGFDASTSNPDKNIATVQLTAWANQAAQSAAEDYSTGQNYYETSLKVRKALDSQNKRVRYRVTL IYYDA
NTDB id 310832 DDV21 RS04425 WP 116878794.1 LSGPYDHAVDRGHLLAYSLVGGLRGFDASTSNPDNIATQLAWANQAASADSTGQNYYETLVRKALDSNKRVRYRVTLIYD 236
NTDB id 262 KZH43 RS08770 WP 001036779.1 LKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYA 227
NTDB id 221 SPD RS09380 WP 001036779.1 LKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYA 227
NTDB id 187 SPR RS08930 WP 001036779.1 LKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYA 227
NTDB id 152 SP RS09870 WP 001036779.1 LKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYA 227
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NTDB id 310832 DDV21 RS04425 WP 116878794.1 GNN.ILASGTQLEAKSADGSLEFNVFVPNVQSGLTVDYYSGEVIVN. 281
NTDB id 262 KZH43 RS08770 WP 001036779.1 SNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 221 SPD RS09380 WP 001036779.1 SNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 187 SPR RS08930 WP 001036779.1 SNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 152 SP RS09870 WP 001036779.1 SNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
consensus *!*****!**!*!!!!*!!*!!!!!*!!!!!*!!**!!**!!!*!**

X non conserved

X similar

X ≥ 50% conserved


