
logo MSDNRSTHQLMAEEKEKYQTWDLTTI
VFATDAEADWEATEAYENSLTSVAQDE I

L
A
K
K
TAGSARYAGHLLDSAGDKKNLLEGAITELMQYLMASLMSRRLEKI

VYVYASMKRND
NTDB id 310830 DDV21 RS03955 WP 116878474.1 MSDNRSQMAKEYQWDLTTVFATDEAWEAEAENLSAEIATAGRYAGHLLDSGDKLLEITEMQLALSRRLEKVYVYASMRND 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKND 80
consensus !!!!!*** ! !!!!!*!!!! !! ! ! ** ! !!!!!!!!* !! !!* * ! !!!!!*!!!!!!*!!

logo QDTTVAGKLYQEFYQASKASTANLYASQFLSEAFAFYFYEPEFLLMASLDSDQEKDKFLAEVFKLAEEQETPAGLGSALYDSHFYFDEKRLFLAKNQKQDSHVLSQAEAEEELLAAGA
NTDB id 310830 DDV21 RS03955 WP 116878474.1 QDTTVAKYQEFQSKATALYAQFSEAFAFYEPELLSLSQEDFAVFLAETPALSAYSHFFDKLFKQQSHVLSQAEEELLAGA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAA 160
consensus !!!!!* !!!*! !!* !! ! !!!!!**!!! * ! ! ! !*! ! !*!**! * !!!!! !!!!!*!

logo

G
Q
D
E I FLGNAGAPGTDETFENVLDNADI LVFLPVWVSTDNEGAQGDQEVI

V
E
QLTHGNF I STLMEASKDRDKIRKGQAYEAMYGSTVYEQFYQHTYAKQTLQGTTVVKGVH

NTDB id 310830 DDV21 RS03955 WP 116878474.1 QEILGAAGETFEVLDNADIVLPVVTNEAGQEIQLTHGNFISLMEAKDRKIRKQAYEAMYSVYEQYQHTYAKTLQTTVKGH 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVH 240
consensus *! ** *!! !!!!!!!* ! !* ! * !!!!!!!*!!! !!! !!! !!!!!! !!!*!!!!! !!! !! !

logo NYQAKRVRHKYNSSAREHAALASANF IPEKSVYDSTL ILEKASVNKHLPLLHRYI
L
D
KLREKKRVLEGLDDELKMYDLVYATPLSEQTELTAPFLTYEQEASLRGK

NTDB id 310830 DDV21 RS03955 WP 116878474.1 NYQARVRKYSSAREAALSANFIPEKVYDTLIKAVNKHLPLLHRYIKLRERVLELDDLKMYDLYAPLSQTELPFTYQEARG 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLK 320
consensus !!!!*!!*! !!!*!!! !!!!!! !!!*!* !!!!!!!!!!!* !! *!! !!*!!!!!*! !!! !! * !! !

logo KAEEKVLAS I FLGESEYSEKGRVHARAFNTDEGRWIDVHYEPNKGKRSGAYSGGASYDTNAFMLLNWQDTLDNLFTLVHETGHSLMHSTFTREQNT
NTDB id 310830 DDV21 RS03955 WP 116878474.1 KAEKVLSILGSEYSERVHRAFNDGWIDVYENKGKRSGAYSGGSYDTNAFMLLNWQDTLDNLFTLVHETGHSMHSTFTREN 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQT 400
consensus !!! !! ! ! !!! !! !! * !!!!**!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!

logo QPYVYGDYPS I FLAE IASTTNENI LTETLLKQEVKTDDKSQTRFAI LNHYLDAGFKGTVFRQATQFAEFEHQAL IHEADAQNSGEQI
VLTASDF

NTDB id 310830 DDV21 RS03955 WP 116878474.1 QPYVYGDYSIFLAEIASTTNENILTETLLQEVTDDSQRFAILNHYLDAFKGTVFRQAQFAEFEQLIHEADQNGEVLTSDF 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADF 480
consensus !!!!!!!!*!!!!!!!!!!!!!!!!!!!! !! !! !!!!!!!!!!*!!!!!!!! !!!!!!* !!!!! ! *!! !!

logo

L
M
N
S
K
NLYADLNEKYYGNLAKAKEDNHYEL IQRFYEWAER IPHFYMYNYYVYQYATGFAAAGSYLADEKIMVHYGQTEPEDKDEARYLATYLKAGNSSDYAPL

NTDB id 310830 DDV21 RS03955 WP 116878474.1 LSNLYADLNEKYYGLAKEDNHLIRYEWARIPHFYYNYYVYQYATGFAAAGYLADKIMYGQPEDKDRYLAYLKAGNSDYAL 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPL 560
consensus * !!!!!!!!!! ! !!!* ! *!! !!!!!! !!!!!!!!!!!!!! !!!*!!**! *!!!* !! !!!!! !!!*!



logo

E
KVIKQKAGLVDMTNETADYLDATAFGKVFAEDRLDVELEAKL IVEQKAGDVHSLS

NTDB id 310830 DDV21 RS03955 WP 116878474.1 KVIQKAGLDMTNEAYLDTAFGVFADRLDELEKLIQKADS.. 599
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !! !!!*!!!! !!! !! !! !!! !!! !* !* ***

X non conserved
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X ≥ 50% conserved


