
logo

MTM
S
A
G
I
T
M
P
D
E
L
F
I
D
E
T
N
K
D
Q

I
L
YLDNRGILALML

V
A
D
E
T
K
H
K
D
G
K
G
ASDI

L
I
F
Y
L
I
A
S
T
T
V
AGLAVEP I

P
C
L
Q
S
A
F
L
M
Y

R
K
F
I
L
V
D
Q
S
NGDKVEYILDKLRTAPLQVNSTGEFSKAETKLPFMLDKSAGVPADEGSEDMVITAETRAEKQS ITLAILMVDNYHGASVIMTMTDNQDEAEKQRRQQRQARAIEFEIKTHQEEKNTLHREALMCDNLFSAFVIALVSAILNRDGHR

NTDB id 1307 DR RS10055 WP 010888596.1 MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQGFEPLSASDTRKLMYSMMNERQQRIFEEKRELDFSFALG 80
NTDB id 310803 D0C16 RS22340 WP 151034382.1 ..MATPIDQYLNILAKKDGSDLYLSTGAPPCAKFQGVLKPLTSEPFKPGEIESIANAIMDDEQRAAFTHELEMNLAISIH 78
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ....MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQGEAL.SVADVTALLHAMMDDARQAEFKQTREANFAVVRD 75
NTDB id 1203 PSJM300 01605 AFN76401.1 ....MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTPMSPEMTRETVHGVMNEQQRREFTENHECNFAISAR 76
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ....MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTKLDGDMIAQLIDSITTQKQRQEFIETHECNFAILNR 76
consensus *** *! *** * *!!*****!*** ***!** ** *** ** ** *** * ** *! * ! ****

logo

D
E
G
KI
K
N
S
V

A
E
GRFR I

VNS IAFFKMQYQRDEGNEMNLAPVAGAGIMVALMIRLNR IKPETDKNRTVIRPQSTPFIADEADEMLHGKLPDPQE I
T
V
V
L
I
Q
K
E
K
N
D
I
V
L
I
A
I
L
N
M
S
A
T
P
KRGI

L
I
V
I
LVFSTVGGPATGTSGKSTTSMLASALMTIQDGYHI

RNKSTQNSTHKRSGSTKLGHI
NTDB id 1307 DR RS10055 WP 010888596.1 D.KARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLASMIDHINTTKKLHI 159
NTDB id 310803 D0C16 RS22340 WP 151034382.1 G.VGRFRINIFKQRNEVAIVARNIKTDIPQFDALGLPEVLKDVIMTKRGLVLFVGGTGSGKSTSLAALIDHRNSSSGGHI 157
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ..SGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAMTGYRNQHRTGHI 153
NTDB id 1203 PSJM300 01605 AFN76401.1 G.IGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLAAMIGYRNKNSSGHI 155
NTDB id 1019 ACIAD RS04205 WP 004922051.1 EKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLASMIQHRNQHSKGHI 156
consensus *!!!***! !! * **!*!*!*! *** *** !!**********!!*****!*!!*!!!!**!*** **! * *!!

logo

L
I
S
T
V
I EDPVI EFMIVHKPQENHAQKAGNRSCVIVINTQREVGLSVIDTELRDSYFDKEADIVALRKANASTLRQAPDMVI LVIGEMVIRTDSYREVTI

M
K
D
E
A
H
YAMLVEATAFAETGHLACVFILMGSATLHTANSNSAPNEQ

NTDB id 1307 DR RS10055 WP 010888596.1 LTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAETGHLVMGTLHTNSAPE 239
NTDB id 310803 D0C16 RS22340 WP 151034382.1 ITIEDPVEFVHKHKRSVINQREVGVDTRSYKAALKNTLRQAPDVILIGEIRDRETMEHALEFAETGHLAISTLHANNSNQ 237
NTDB id 1177 A1552VC RS01165 WP 000422572.1 LTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGHLCMATLHANNANQ 233
NTDB id 1203 PSJM300 01605 AFN76401.1 ISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETGHLCLATLHANNANQ 235
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETGHLVFATLHANNANQ 236
consensus ***!!!*!!*! ** ****!!!!!*!!*!***!!***!!!!!!*!!*!!*!**!*** !* *!!!!!! **!!!*!****

logo

S
T
A
I
LDER I LVIDHNVFLVFDPKAEDEQRHQRNPQEQFLVI FRWLLVMGQDLASNQLNLRVKGAFIVMIVTASQRQL IVLRPDRTAHKPVNDGQKSGRCHVRGLAVAFIYVE I

VL ILAGNNSTKPARTLALVIQRSAAEDYL I LREQRKSGKRE I
T
V
L
F
T
Y
H
K
Q
E
L
I
T
K
A
G
S
E
I
T
V
LMEKQAKTRGSAEGQTDNREEVLGMVQ

NTDB id 1307 DR RS10055 WP 010888596.1 SIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRADGQGRVLAYEILLANPAVRALIREGKTFQITSVMQTGAREGMV 319
NTDB id 310803 D0C16 RS22340 WP 151034382.1 ALERIINLFPEERRPQLLMGLSQNLRAFVSQRLLPTVDGK.RCAAVEVLLGTKTIQELILKSRLTEIKEIMEKSENLGMQ 316
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELHELKATMARSQEVGMQ 313
NTDB id 1203 PSJM300 01605 AFN76401.1 ALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAADLIRKGEVHELKGLMKRSTDLGMQ 315
NTDB id 1019 ACIAD RS04205 WP 004922051.1 TLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEIYKIKELMARSGELGMQ 316
consensus ***!!* *** ** !* **!**!!*****!*!*** *!**! ***!*!**** * **!***** *** *! ** **!!*

logo TMFDAGQYAI
L
A
F
Y
D
G
K
N
QLFVYDMRVADHQRDHQGEHLKVITSEFYAEQDKDGAI

L
A
E
H
K
L

N
R
S
HAI

D
D
S
A
S
P
K
N
E
D
N
F
L
A
R
R
L
L
Q
R
M
A
L
I
N
K
D
T
L
G
K
S
A
E
R
T
S
A
D
G
E
A
D
T
G
L
N
V
D
K
V
Y
G
E
G
P
V

A
H
L
P

D
K
L
S

A
G
M
N
T

EPVVAE
TPAKAPRP

S
E
G
T
V
P
R
S
A
F
L
M

G
S
Y
Q

G
E
N
M
S
V
L
A
E
K
S
T

I
R
S
L
D
E
K
Q

KS
M
D
E
T
S
D
E
F
S

T
D
D
E
G
E
P
Q
R

P
R
G
G
R
D
N
S

L
F
G
K
R

RG
NTDB id 1307 DR RS10055 WP 010888596.1 TMDAYLAGLFRRHLITYDKGLERAIDPKEFARLANDASAGLGGASM.....TPAAPPVPAYNSAS..SSSTGRGGDFGRG 392
NTDB id 310803 D0C16 RS22340 WP 151034382.1 TFDGAIFKLYMAGKVSFDDAIANADSPNNLRLRIKLATDGVVVPKAEPVVAEPKAPPTSFGELSLQKMDEDEEP...... 390
NTDB id 1177 A1552VC RS01165 WP 000422572.1 TFDQALYQLVVDDKISEQDALHSADSANDLRLMLKTKRGDDY...G..........SGSLQNVKID.ME........... 368
NTDB id 1203 PSJM300 01605 AFN76401.1 TFDQALYNLYVQGEITYEDALLHADSSNDLRLMIKLGSETDGEHLT..........SVS.QGLTLE.MSDDDPGRSFR.. 381
NTDB id 1019 ACIAD RS04205 WP 004922051.1 TFDQALFDLYDHQHISYADALKHADSPNNLRLQIKLSEEANKPLDN..........RERMSEMERK.MTFDGQRRNLK.. 383
consensus !*!**** !** ******* !**************** * * * ** *



logo

AAAPATPAAPAAGRSEPGRAGGFGRR
NTDB id 1307 DR RS10055 WP 010888596.1 AAAPATPAAPAAGRSEPGRAGGFGRR 418
NTDB id 310803 D0C16 RS22340 WP 151034382.1 .......................... 390
NTDB id 1177 A1552VC RS01165 WP 000422572.1 .......................... 368
NTDB id 1203 PSJM300 01605 AFN76401.1 .......................... 381
NTDB id 1019 ACIAD RS04205 WP 004922051.1 .......................... 383
consensus

X non conserved

X similar

X ≥ 50% conserved


