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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARS 160
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLL 320
NTDB id 310800 D0C16 RS19145 WP 151033838.1 VADLPLDMQVKLLRAIQEKSVRPIGAAEEVATDVRILCATHKHLETEVKEGRFRQDLFYRLNVIQLAVAPLRERREDITL 315
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRA..NISNPFASAA 398
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 Q.....SIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..............A..ASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
consensus * * ** * * ** * * !**!!***!******!!* **!!*!*!!**!!**!!!*!!!!*!*!*! *

X non conserved

X similar

X ≥ 50% conserved


