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NTDB id 1168 A1552VC RS11070 WP 000957200.1 HIFGLPETDLSRYDYA.....NLCQQLGLRELITRYDALPIAKQG...NLLLLAVSDPTLLQAEEEF...RFATGLQVEL 123
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SVFGLSCTSLNQYEYA.....SLCQTLGLRDLITRHNALPLNRTS...STLILAVADPTNLQAEDDF...RFATGLQVEL 123
NTDB id 1293 VP RS12240 WP 005479695.1 SIFGLSQPELSQYEYA.....SLCQQLGLRELITRHNALPLHRTP...STLLLAVADPTNQQAEDDF...RFATGLQVEL 123
NTDB id 1251 GCO85 RS07725 WP 011946523.1 QNFGVPMLDINCIDVG.....TIPVNLVNEKLIKRHAMVPLFSRG...TNLYLATDDPSKQASLKEI...QFHTGLNTHA 131
NTDB id 310787 D0C16 RS11245 WP 151032474.1 EEFGSPVFDLTALNKE.....SIPLKLVDEKLIRKHHTLPIARRG...NRLFLAVTDPTDIHALDEI...KFNTGINTEA 131
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NTDB id 1110 NGFG RS09235 WP 003689817.1 LSDALRSGASDIHFEFYEHNARIRFRVDGQLREVVQP.PIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPV 258
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LLDAVRKGASDIHFEPYENQYRIRLRCDGILVETQQP.ASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAI 267
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LLDAVRKGASDIHFEPYENMYRVRLRCDGILIEIQQP.PSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAI 267
NTDB id 1293 VP RS12240 WP 005479695.1 LLDAVRKGASDIHFEPYEKMYRVRLRCDGILIETQQP.PNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAI 267
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LLDAIRQGASDIHFEPYEREYRIRYRQDGILHEVATP.PASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAI 276
NTDB id 310787 D0C16 RS11245 WP 151032474.1 LLDAIKGGSSDIHFEPYEKTYRIRFRTDGVLHEVSRP.PVNLATRMAARLKVMSQMDISERRLPQDGRIKLKVSK.TRAI 274
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LIDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQIANP.PLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAI 271
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 DMRVSTLPTLWGEKIVLRLLDSSAANLDIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQIN 347
NTDB id 1401 DSB67 RS12665 WP 010643259.1 DMRVSTLPTLFGEKIVLRLLDSSSAALDINKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEIN 347
NTDB id 1293 VP RS12240 WP 005479695.1 DMRVSTLPTLFGEKIVLRLLDSSSASLDIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEIN 347
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NTDB id 1058 ABD1 RS01615 WP 001274986.1 DFRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSN 351
NTDB id 1018 ACIAD RS01685 WP 004920473.1 DFRVNSLPTLFGEKIVLRILDPASAMLGIDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHAN 351
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