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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 310754 D0B88 RS01170 WP 151054408.1 MTE..KRALIIDDEPDIRELLEITLGRMQICTDTADSVANAKQMLANHSYDLCLTDMRLPDGKGLEIVELIQQRYPQLPV 78
NTDB id 1473 PAKAF RS24000 WP 003094694.1 MSR..QKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARS 160
NTDB id 310754 D0B88 RS01170 WP 151054408.1 AVITAHGSVDAAIESMKAGAFDFISKPVNLATLRKLVNTAIEASQLAP...QPVPKLTPIIGDSKAIQDLIRSIEKLARS 155
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEA...EEAPVDNRLLGESPPMRALRNQIGKLARS 155
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 QAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDE 240
NTDB id 310754 D0B88 RS01170 WP 151054408.1 QAPVYISGESGSGKELVAHSIHDLGPRANNPFIAVNCGAIPRELMESEFFGHKKGSFTGAHQDKIGLFQAAEGGTLFFDE 235
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDE 235
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLL 320
NTDB id 310754 D0B88 RS01170 WP 151054408.1 VADLPLDMQVKLLRAIQEKSVRPVGAAEEINTDVRILCATHKNLEEEVKEGRFRQDLFYRLNVIQLAVAPLRERREDIPL 315
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPL 315
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANI........SN 392
NTDB id 310754 D0B88 RS01170 WP 151054408.1 LTQHLLRKLATEINLPSPSISPAAQNALNNYHFPGNVRELENILERAFTLCESNRIDADDLQLRSTAQGLSFAAEKSFSS 395
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGAS.......... 385
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 PFASAAQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQE 472
NTDB id 310754 D0B88 RS01170 WP 151054408.1 NFNGNKTNQQERIGVDYPARCAEYSSLDEYLQDVEKEILCHALEQAKWNKTLAAKHLGISFRSLRYRLQKLGLDDE.... 471
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..............QEGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID...... 445
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