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NTDB id 310703 BEN71 RS17895 WP 068975661.1 MKKVLSGITNFHAKGFKKHLLAVTLCLSAGFTYME.ATHASPNTNPPALKANAPNVYVVKRGDTLWDISGKFLSKPWRWP 79
NTDB id 1053 ABD1 RS00870 WP 000755276.1 MKKVFNGMVNFHALGIKKHLLALALCTGVAIGTIAEVHATSPNHNPPSLKSNAPNVYVVKRGDTLWDISGHFLNKPWRWP 80
consensus !!!! !* !!!! ! !!!!!!* !! * * * ** !!!*!!! !! !!!!!!!!!!!!!!!!!!!*!! !!!!!!

logo E IWASNKQHVKNPHWIYPGDKRLLLCSTLDGRPL IVGKVDEGDGCEVGI IRRHYQTGGQTATHSLQRPQVRVEAS ILNNAS IVPSVIPLESDHIKPQWLE
NTDB id 310703 BEN71 RS17895 WP 068975661.1 EIWASNKHVKNPHWIYPGDKLLLCTLDGRPLIGVDEGDGCEGIIRRHQGG.ASLRPQVRVESINNAISVIPLSDIKPWLE 158
NTDB id 1053 ABD1 RS00870 WP 000755276.1 EIWASNQHVKNPHWIYPGDRLLLCSLDGRPLVGKDEGDGCVGIIRRYTGQTTHLQPQVRVEALNNSVPVIPLEHIKQWLE 160
consensus !!!!!! !!!!!!!!!!!!*!!!!*!!!!!!*! !!!!!! !!!!!* ! * *! !!!!!! *!! **!!!! *!!*!!!
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VYARGNQGL IVNVGQRYAGVYREGEKPYTYFTVDNANEKGKKFHNSALGI
LELLTEQVASAGVASVAS

NTDB id 310703 BEN71 RS17895 WP 068975661.1 HSIVVNPESLQNIPYTVGAADNRVITGAGQTVYARGNGLVVGQRYGVYREGKPYTFVNAEGKKFNAGLELTEVASAVASA 238
NTDB id 1053 ABD1 RS00870 WP 000755276.1 NSTILPADSITNTPYIVGTADQRVLAGKGQTIYARGQGLINGQRYAVYREGEPYYFTDNKGKKHSLGIELLQVASGVAVS 240
consensus *! *****!* ! !! !! !!*!!* ! !!!*!!!!*!!* !!!!*!!!!! !! ! !!!* !*!! !!!*!!

logo SEKNDI
VTTLELTDSYNAEVRKRGDRYVLMPEREYDQAETLPSTLFYPTVDTATKNQVTDSGGKI

V
I
VRVMQGS IGRTAAKQHNSVVTI

LDRGSTLTQGAIQSVGQ
NTDB id 310703 BEN71 RS17895 WP 068975661.1 SENDVTTLELTDSYNAEVRKGDYVLPRYDAELPSLFYPTTTNQVTSGGKVVRVQGSIGTAAQHSVVTIDRGSLQGAQSGQ 318
NTDB id 1053 ABD1 RS00870 WP 000755276.1 SEKDITTLELTDSYNAEVRRGDRVMPEEQATLPTLFYPVDAKQVTDGGKIIRVMGSIGRAAKNSVVTLDRGTTQGIQVGQ 320
consensus !! !*!!!!!!!!!!!!!!*!! !*! ! !!*!!!! !!! !!!**!! !!!! !! *!!!!*!!!* !! ! !!

logo VFDS ITYQQGESTI
VRDPKTKESVIKQLPGQHQIGSTLMI

VFKRSTFDHQLSYAYI
VLDESDSLP IKVGASDS IQRPSPAQFINSDN

NTDB id 310703 BEN71 RS17895 WP 068975661.1 VFSIYQQGETVRDPKTKESIKLPGQHIGTLMIFKSFDHLSYAYILDSSLPIKVGADIRPPAISDN 383
NTDB id 1053 ABD1 RS00870 WP 000755276.1 VFDITQQGESIRDPKTKEVIQLPGQQIGSLMVFRTFDQLSYAYVLESDLPIKVGSSIQSPQFND. 384
consensus !! ! !!!!**!!!!!!! ! !!!!*!!*!!*!**!!*!!!!!*!*! !!!!!! ! *! !*

X non conserved
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X ≥ 50% conserved


