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NTDB id 1013 ACIAD RS15180 WP 004923726.1 ..MNNKILWLGLVILGLSGCDSRIDAIHQEMATIRNQPPLPIEPAPVFMPVPSFQYSASQLRNPFLPSSLAAELKIMSGK 78
NTDB id 310698 BEN71 RS17245 WP 068975060.1 MKKHIKLICGASFAMLLVGCDSRIDAVNQEMANIRNQPALPIEPAPAFNPVPSFNYSAQQLRSPFLPSSLANELKIMSGK 80
NTDB id 1057 ABD1 RS15855 WP 000695065.1 MKI.KQITLYVLACAVLVGCDSRIDAVNQEMANIRNQPPLPIEPAPIFTPVPQFNYAAHQLKSPFMPSSLAAELKIMAGK 79
consensus *** *** ** **!*!!!!!!!!**!!!!*!!!!!*!!!!!!!*! !!!*!*!*! !!**!!*!!!!!*!!!!!*!!

logo RVYPNLFASRAPQKPQPLESYPALEASLNSTLMKGSMKRGKNGINNRSAGQTI LMVGAL IQTPDGNQQE I ERVQRVGNYI
MGLMNYQGRITI EHR I STPTRQIDLLMVE IVPDGHRED

NTDB id 1013 ACIAD RS15180 WP 004923726.1 RVYPNLARPKQPLESYALESLTMKGSMRKINAQIMALIQTPDNEIERVQVGNYIGLNYGRIIRITPTQIDLMEIVPDGHD 158
NTDB id 310698 BEN71 RS17245 WP 068975060.1 RVYPNFSRQPQPLESYPLESLSLKGSMKGGSGQTVGLIQTPDGEIERVQRGNYMGMNQGRIIEITPTRIDLLEIVPDGRD 160
NTDB id 1057 ABD1 RS15855 WP 000695065.1 RVYPNFSRAPQPLESYALEALNMKGSMRNNRGQILALIQTPDQQIERVQVGNYMGMNQGRITHISPTQIDLVEIVPDGRE 159
consensus !!!!!**! *!!!!!!*!!*!**!!!!* *!***!!!!!!**!!!!!*!!!*!*!*!!!* !*!!*!!!*!!!!!!**

logo GYVI ERPRTSLVL IGPAKVDP
NTDB id 1013 ACIAD RS15180 WP 004923726.1 GYIERPRSLVLIGPKP 174
NTDB id 310698 BEN71 RS17245 WP 068975060.1 GYIERPRSLVLIGPVD 176
NTDB id 1057 ABD1 RS15855 WP 000695065.1 GYVERPRTLVLIGPAP 175
consensus !!*!!!!*!!!!!! *

X non conserved

X similar

X ≥ 50% conserved


