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NTDB id 1193 PAKAF RS26665 WP 003161249.1 ...............MNSGLSRLGIALLAA.MFAPALLAADLEKLDVAALPGDRVELKLQFDEPVAAPRGYTIEQPARIA 64
NTDB id 310697 BEN71 RS17240 WP 068975061.1 MKNGLKRIFCGDGKFMNSQLRQFTMAAVSIAVMQVATAQTTMTNVVPMKIPGQGTEIRVMFNGLPPQPQAYQLDNPSRLI 80
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ...............MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPPQPQAYQLEQPARLI 65
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ...............MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLI 65
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ...............MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLI 65
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 LDLPGVQNKLGTKNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAP 144
NTDB id 310697 BEN71 RS17240 WP 068975061.1 LDFDGAKQNIAHPSIPVASDEASSVDVAADDQRSRLTVNLNKSGDFTTRVEGNTFILKINNANQATA............L 148
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LDFDKAGQKLAKSLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTAT............P 133
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LDFDKAQQGLKQSKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNK............P 133
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LDFDKAQQGLKQSKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNK............P 133
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 ASYAQPIKPKPYVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPV 224
NTDB id 310697 BEN71 RS17240 WP 068975061.1 PNYPSSNV....TKQSQGISDIGFQRGNAGEGQVVVSLAGANTPVDVQQQGSKVVIRTLGNKIPAHLIRRLNVNDFATPA 224
NTDB id 1009 ACIAD RS15175 WP 004923730.1 V...ATSA....PAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPV 206
NTDB id 1052 ABD1 RS15850 WP 001017033.1 L...PVVS.....AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPV 205
NTDB id 1039 H0N27 RS01460 WP 031993779.1 L...PVVS.....AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPV 205
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 QFVNASAQSDRTSITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFT 304
NTDB id 310697 BEN71 RS17240 WP 068975061.1 STVDAYNDGSNGVITIQTSGSYEYMAYQAENKLTVSLKRPTENK.INRPNSSQSYTGKKISLDFQDIEVRRVLQLLADFT 303
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ASIDSYNDGSNGVISIQSTGSYEYMAYQAENKLTISLKRPQDNV.RLNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFT 285
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SSIDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFT 284
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SSIDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFT 284
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 DLNLVASDTVQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQV 384
NTDB id 310697 BEN71 RS17240 WP 068975061.1 GINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGSVIWIAPVAELIKAEEDEAKAYAQSIKLAPLQTEYVQL 383
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NINMVTADSVQGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILL 365
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQL 364
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQL 364
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 NYAKAADIAKLFQSVTSDGGQE..........................GKEGGRGSITVDDRTNSIIAYQPQERLDELRR 438
NTDB id 310697 BEN71 RS17240 WP 068975061.1 NYAKAADIEKLIVQGKNSNTSSS...........SSGSGVDALGDSVGSLLSPRGTISTDPRTNMLIINDTAQKIDQIRK 452
NTDB id 1009 ACIAD RS15175 WP 004923730.1 KYAKAADIEKLITQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRK 436
NTDB id 1052 ABD1 RS15850 WP 001017033.1 KYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRK 444
NTDB id 1039 H0N27 RS01460 WP 031993779.1 KYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRK 444
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 IVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHKGNWSG....YGKDGNIGIKDEDGMNCGPIAGSCTFPTTGTS 514
NTDB id 310697 BEN71 RS17240 WP 068975061.1 MIDLLDVSVKQVMVEARIVRATTDFTKEMGVKWGILSQGTARNNDLLVGGSETTL..WDLRGDPDD....SGKYSI...S 523
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MIDLLDIPVKQVMIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTL..WNLRNPDSN.....GTYTI...E 506
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTL..WNLREPKKDETTGGYKYTI...E 519
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTL..WNLREPKKDETTGGYKYTI...E 519
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 KSPSPFVDLGAKDA.TSGIGIGFI.TDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGA.. 590
NTDB id 310697 BEN71 RS17240 WP 068975061.1 RPDNLNVDLGVSSEGASKIAFGLISMSDFMLDLELSALQSDGYGEVISTPKVLTADKQKAKVASGQEIPYQTTSTAGGAA 603
NTDB id 1009 ACIAD RS15175 WP 004923730.1 RPDNLNVDLGVTTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGS 586
NTDB id 1052 ABD1 RS15850 WP 001017033.1 RPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGS 598
NTDB id 1039 H0N27 RS01460 WP 031993779.1 RPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGS 598
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 .TSTSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVE 669
NTDB id 310697 BEN71 RS17240 WP 068975061.1 TATTSFKEALLSLDVTPSITPDGKVQMQLNITSDSRGG.TAPNGEVILNKNEINTNVLVDNGETVVLGGIFEQSTSNTQT 682
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TATTSFKEALLSLEVTPNITPDGKILMELNIANDSINS.YAQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVT 665
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQT 677
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQT 677
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 KVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR 714
NTDB id 310697 BEN71 RS17240 WP 068975061.1 KVPFLGDIPYLGRLFRRDAKTESKQELLIFVTPRIVNDSRTRNH. 726
NTDB id 1009 ACIAD RS15175 WP 004923730.1 KVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH. 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 KVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH. 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 KVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH. 721
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