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NTDB id 1192 PAKAF RS23870 WP 024947914.1 ........MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEAL.SRGWSVKSGTGTED 71
NTDB id 1204 PSJM300 03935 AFN76865.1 ....MKPVKSSCRGFSLIELMIVVAIIGILAAIALPAYQNYTVRSTAASALAEITPAKAAFEQAI.SEGHTPSLVSSLP. 74
NTDB id 1109 OK783 RS10670 WP 157147416.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSAGV 73
NTDB id 1191 AAC28468.1 484..945( ) ......MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEGFKATAGLQTDLGAWRADRGSFPNAAALVA. 73
NTDB id 310628 D0B54 RS13920 WP 117291901.1 .......MKRDQMGFTLIELMIVVAIVGILAATALPIYLDYTVRSRVAELVVLAASGRDTVSENIVNDGGSIDAS..... 68
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV...... 74
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTAG 72
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
consensus **!!*!!!!!!!*!!*!!!!!*!*!*!**!**!******* ** ** *** * * * *
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NTDB id 1192 PAKAF RS23870 WP 024947914.1 ATKKEVPLG..VAADAN.KLGTIALKPDPADGTADITLTFTMGGAGPKNKGKIITLTRT............AADGLWKCT 136
NTDB id 1204 PSJM300 03935 AFN76865.1 .....GFIG..IGASTN.YC.TVTLIA...TATGSITC.TTQNGMPDRFNGKTITIAR.............TTDGLWDCT 128
NTDB id 1109 OK783 RS10670 WP 157147416.1 A.........SASTIKGKYVQKVE.VA.....KGVVTAQMA.......STGVNKEIQDKK...LSLWAKRQDGSVKWFCG 128
NTDB id 1191 AAC28468.1 484..945( ) ....GNVIFDSANGLDGKYFAPGG..VTVTPDTGAINIAFDA....GANAGKTMTITPTVIA.......ASGQISTWTCA 136
NTDB id 310628 D0B54 RS13920 WP 117291901.1 .SCNGVSTGS..LGTSN..TASL...AC...ASGVLTVTG.T....VKARGVVLTYTPAI.........GSGGVVTWACT 123
NTDB id 1424 RS RS02795 WP 011000517.1 ....GSSVF...TPTKN..VANLT.IAGTGTVPGQITVTYT.....TAAGGGTLALVPTAAGTALPVSSAPSGPIMWTCY 139
NTDB id 1002 ACIAD RS15100 WP 004923779.1 SSCVGVQEISASNATTN..VATA...TCGASSAGQIIVTMDT....TKAKGANITLTPT..........YASGAVTWKCT 133
NTDB id 1274 LPP RS09530 WP 011214168.1 V.........SPAATPN..VASI...AIGA..NGVITITY.T....AAAGGGTIVMTPTL.........QANGDVTWTCT 121
NTDB id 1258 GCO85 RS09745 WP 014844212.1 V.........SPAATPN..VQSI...AIGA..NGVITITY.T....AAAGGGTIIMTPTL.........QANGDVTWTCT 121
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NTDB id 1192 PAKAF RS23870 WP 024947914.1 SD.................QDEQFIPKGCSK..... 150
NTDB id 1204 PSJM300 03935 AFN76865.1 SD.................LDSRYKPGKCL...... 141
NTDB id 1109 OK783 RS10670 WP 157147416.1 QPVTRTGDNDDTVADANNAIDTKHLPSTCRDESSAT 164
NTDB id 1191 AAC28468.1 484..945( ) PGAAN.............GIETRRLPTSCQ*..... 153
NTDB id 310628 D0B54 RS13920 WP 117291901.1 TD................STNRRFVPADCRT..... 138
NTDB id 1424 RS RS02795 WP 011000517.1 AQNKAQAA.SSVAPSGTMSLAAKYAPAECR...... 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 TT................S.DKKYVPSECRG..... 147
NTDB id 1274 LPP RS09530 WP 011214168.1 GG................TLLAKYRPASCRP..... 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 GG................TLLAKYRPASCRP..... 136
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