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NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 310577 D0Y49 RS06585 WP 004896330.1 MINNVVLVGRLTRDPDLRTTGSGISVATFTLAVDRQYTNSQGERGADFINCVIWRKAAENFANFTSKGSLVGIQGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
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NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGS.....GSGGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNSFNDDP 155
NTDB id 310577 D0Y49 RS06585 WP 004896330.1 TYDDKDGKRVYVTEVIVDNFSLLESRRDRENRQTNGGNFAPQGGNAPSTNNFGGSSAP.....SMNNAPASGESNKPQDP 155
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQQSGFTSPQ.....QTGNA..PAANNTQADP 153
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logo FADNDNSGKQSAPTIDI SDDDLPF
NTDB id 113 BSU 40900 NP 391970.1 FANDGKPIDISDDDLPF 172
NTDB id 310577 D0Y49 RS06585 WP 004896330.1 FADSGSTIDISDDDLPF 172
NTDB id 624 LCA RS00040 WP 011373726.1 FANNGQAIDISDDDLPF 170
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