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NTDB id 1109 OK783 RS10670 WP 157147416.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTS... 70
NTDB id 1119 NGFG RS11465 WP 017147169.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTS... 70
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANA.QSDLSVGSSVF 79
NTDB id 310567 D0T92 RS11775 WP 151052629.1 .......MKAMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRAKVSEALLAGSSPKSVLSEAFQTDGISGMTAAAKSF 73
NTDB id 1188 NELON RS01755 WP 003772458.1 .......MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAAAKAF 73
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NTDB id 1109 OK783 RS10670 WP 157147416.1 ..........AGVASA.STIKGKYVQKVEVAKGV.....VT...AQMASTGVNKEIQDKKLSLWAK..........RQDG 121
NTDB id 1119 NGFG RS11465 WP 017147169.1 ..........AGVASPPTDIKGKYVKEVEVKNGV.....VT...ATMLSSGVNNEIKGKKLSLWGR..........RENG 122
NTDB id 1424 RS RS02795 WP 011000517.1 TPT...................KNVANLTIAGTGTVPGQITVTYTT........AAGGGTLALVPTAAGTALPVSSAPSG 132
NTDB id 310567 D0T92 RS11775 WP 151052629.1 NKSGGTN.........GASYNSKYVNAVEI..AEATPWKITVSLKATEANGIPTGLNNKKLYLYPLVNN..VAPTATSTG 140
NTDB id 1188 NELON RS01755 WP 003772458.1 NKTAAAGGGAGGAAAAGTQHASKYVKSVKV..TEASPWDITVAISATEANGIPTGLDGNTIRLFPLVNK..AVPAATSTG 149
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NTDB id 1109 OK783 RS10670 WP 157147416.1 SVKWFCGQPVTRTGD.....NDDTVADANNAIDTKHLPSTCRDESSAT. 164
NTDB id 1119 NGFG RS11465 WP 017147169.1 SVKWFCGQPVTRADD.....DTVADAKDGKEIDTKHLPSTCRDKASDAK 166
NTDB id 1424 RS RS02795 WP 011000517.1 PIMWTCYAQNKAQAA......SSVAPSGTMSLAAKYAPAECR....... 168
NTDB id 310567 D0T92 RS11775 WP 151052629.1 SIDWACTSAAAETATKRFGSGAKVAADATNGLPAKYAPSECK....... 182
NTDB id 1188 NELON RS01755 WP 003772458.1 AIDWACASAAKETADKRFGTGSGVAV...GTLPAKYAPSECK....... 188
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