
logo MMS
TPEHTQRKLQLKITDEAVSTAKKLDEKLHNLHQTAPWDLVVLHLPLRYEDETHIMP IKDAP I

LGVPCQVEGEVIHQEVRTFKPRKQL IVQI
NTDB id 310565 D0T92 RS10685 WP 191963699.1 MMTPEHQKLLKITEATAKKLEKLHLQTPWDVVLHLPLRYEDETHIMPIKDAPLGVPCQVEGEVIHQEVRFKPRKQLIVQI 80
NTDB id 1095 KZH42 RS10215 WP 002225638.1 MMSPETRKQLKITDVSAKKLDKLNLHTAWDLVLHLPLRYEDETHIMPIKDAPIGVPCQVEGEVIHQEVTFKPRKQLIVQI 80
consensus !!*!!* ! !!!!* *!!!!*!!*!*!*!!*!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!! !!!!!!!!!!!

logo

A
RDDGGSGSVLFLRF IHFYAPSHQKQMTAEVGKR IRAVGE IKHGFYGDSEMIHPKIRDAEGNGSGLAESLTPVYPSTVNGLNQPTLRR I IV

NTDB id 310565 D0T92 RS10685 WP 191963699.1 RDDGGSVLFLRFIHFYPSHQKQMAEGKRIRAVGEIKHGFYGSEMIHPKIRDAENSGLAESLTPVYPSVNGLNQPTLRRIV 160
NTDB id 1095 KZH42 RS10215 WP 002225638.1 ADGSGSVLFLRFIHFYASHQKQTAVGKRIRAVGEIKHGFYGDEMIHPKIRDAEGGGLAESLTPVYPTVNGLNQPTLRRII 160
consensus ! !!!!!!!!!!!!*!!!!! ! !!!!!!!!!!!!!!!! !!!!!!!!!!! !!!!!!!!!!!*!!!!!!!!!!!!*

logo QTALDEAVTVPSLHDTLPDAELLCGRLKLPHLAESLRLLHASPPPESFYGTIHYQLSDGTLPAWQRLKFDELLAQQLSMRLARQKRI
V
G
SGQTA

NTDB id 310565 D0T92 RS10685 WP 191963699.1 QTALEAVSLHDTLPDELLGRLKLPHLAESLRLLHAPPPEYGIYQLSDGTLPAWQRLKFDELLAQQLSMRLARQKRVSGQA 240
NTDB id 1095 KZH42 RS10215 WP 002225638.1 QTALDVTPLHDTLPDALLCRLKLPHLAESLRLLHSPPPSFTIHQLSDGTLPAWQRLKFDELLAQQLSMRLARQKRIGGTA 240
consensus !!!!* *!!!!!!! !!*!!!!!!!!!!!!!!! !!! * !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!* ! !

logo

A
K
A
PLGTGDTGATLWSTDQAKLLRAQALPFAGLTDQAQEQKRVLVSE ICRRVDMAQTHYPMHRLLQGDVGSGKTIVAALASALTAI

VEASGAFQVAVMAPTE I
NTDB id 310565 D0T92 RS10685 WP 191963699.1 KPLTGTGAWSDKLLAALPFGLTQAQQRVLSEIRVDMAQTHPMHRLLQGDVGSGKTIVAALAALTAVEAGFQVAVMAPTEI 320
NTDB id 1095 KZH42 RS10215 WP 002225638.1 AALGGDGTLTQALRQALPFALTDAQEKVVSEICRDMAQTYPMHRLLQGDVGSGKTIVAALSALTAIESGAQVAVMAPTEI 320
consensus *! ! ! * ! !!!!*!! !! *!*!!!* !!!!!*!!!!!!!!!!!!!!!!!!!! !!!!*! ! !!!!!!!!!!

logo LAEQHFYI
LKFKQWFLEPLGI

L
A
EVAVRLFSGSLQRKKAKDEEQANKAAKI

L
A
SDGLSAVKP IAVGTHALFQSDDGVAQFHQNRLGLTVIVDEQHRFGVAQRL

NTDB id 310565 D0T92 RS10685 WP 191963699.1 LAEQHYLKFKQWFEPLGLAVARLSGSQRKKAKEQNKAAISDGLAPIAVGTHALFQDDVQFQRLGLVIVDEQHRFGVAQRL 400
NTDB id 1095 KZH42 RS10215 WP 002225638.1 LAEQHFIKFKQWLEPLGIEVVRLFGSLRKKAKDEAKAKLADGSVKIAVGTHALFSDGVAFHNLGLTIVDEQHRFGVAQRL 400
consensus !!!!!**!!!!! !!!!* ! !! !! !!!!!* !! * !! *!!!!!!!!! ! ! !* !!! !!!!!!!!!!!!!!

logo ALKNKGRSDEVHQLMMSATP IPRTLAMSFFADLDVSVIDELPPGNRTP I
VKTRLVNNSAVRRAEVEGFVLGNTCRKGQRQAVYWVCPL I

NTDB id 310565 D0T92 RS10685 WP 191963699.1 ALKNKGSDVHQLMMSATPIPRTLAMSFFADLDVSVIDELPPNRTPVKTRLVNSARRAEVEGFVLNTCRKGQQVYWVCPLI 480
NTDB id 1095 KZH42 RS10215 WP 002225638.1 ALKNKGREVHQLMMSATPIPRTLAMSFFADLDVSVIDELPPGRTPIKTRLVNNVRRAEVEGFVLGTCRKGRQAYWVCPLI 480
consensus !!!!!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!*!!!!!! !!!!!!!!!! !!!!! ! !!!!!!!

logo EESETVLQLQTAAVDETLAERLQTALPELNTI
VGLVHGRMKAAEKAAEVMADERFSSGGRLNVLVATTVI EVGVDVPNAASLMVI EHAERM

NTDB id 310565 D0T92 RS10685 WP 191963699.1 EESEVLQLQTAVDTLAELQTALPELTVGLVHGRMKAAEKAAVMDEFSSGRLNVLVATTVIEVGVDVPNASLMVIEHAERM 560
NTDB id 1095 KZH42 RS10215 WP 002225638.1 EESETLQLQTAAETLARLQTALPELNIGLVHGRMKAAEKAEVMARFSSGGLNVLVATTVIEVGVDVPNAALMVIEHAERM 560
consensus !!!! !!!!!! *!!! !!!!!!!! *!!!!!!!!!!!!! !! !!!! !!!!!!!!!!!!!!!!!!! !!!!!!!!!!



logo GLAQLHQLRGRVGRGAAEVSTVCVLLFASEPLGSDELAKARLKVIYEHTDGFE IARQDLNIRGPGEFLGARQSGVPMLRFAKNLEE
NTDB id 310565 D0T92 RS10685 WP 191963699.1 GLAQLHQLRGRVGRGAAVSTCVLLFSEPLSDLAKARLKVIYEHTDGFEIARQDLNIRGPGEFLGARQSGVPMLRFANLEE 640
NTDB id 1095 KZH42 RS10215 WP 002225638.1 GLAQLHQLRGRVGRGAAESVCVLLFAEPLGELAKARLKVIYEHTDGFEIARQDLNIRGPGEFLGARQSGVPMLRFAKLEE 640
consensus !!!!!!!!!!!!!!!!! ! !!!!! !!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!

logo DLHYLLEHQARE I
TAPMRL IAEEQNRPDE IVEAHLARWLASGSREGNYLGV

NTDB id 310565 D0T92 RS10685 WP 191963699.1 DLYLLEHAREIAPRLIAERPDIVEAHLARWLASRENYLGV 680
NTDB id 1095 KZH42 RS10215 WP 002225638.1 DLHLLEQARETAPMLIEQNPEIVEAHLARWLSGREGYLGV 680
consensus !!*!!!*!!! !! !! !*!!!!!!!!!! !! !!!!

X non conserved

X similar

X ≥ 50% conserved


