
logo

MC
M
R
T
L
RKNQQGFTLTELL IV I

MAIAVAIMATIALPNMSDGWIASRR I
TASHQAEQVAVNLLRFASRGSEAVRLNLVPVYI

VCPVAQI
V
K
RKDGANPDN

NTDB id 310562 D0T92 RS08875 WP 151052096.1 .MRLKNQGFTLTELLIVIAIVAIMATIALPNMSDWIASRRTASQAEQVVNLLRFARSEAVRLNVPVYVCPVAIRKDGNPD 79
NTDB id 1136 NGFG RS02420 WP 003687912.1 MCTRKQQGFTLTELLIVMAIAAIMATIALPNMSGWIASRRIASHAEQVANLLRFSRGEAVRLNLPVYICPVQVKKDGAPN 80
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NTDB id 310562 D0T92 RS08875 WP 151052096.1 KYCDHSYAGEGLAAFADNNKDGSYTRN.NDTNLRTVILNMQDQKRVSYQFETYDFKYTK.TGNNKVWGFLPNGMFGHAKN 157
NTDB id 1136 NGFG RS02420 WP 003687912.1 NRCDFSKKGRGMLAFGDKNGNKAYDNDTVDVFLRSVVLNDTDDSRINYAFNHIAFGSSQPTADRVVWTFNQNGTFGYLPD 160
consensus !!*! ! !* !!*! ! ! * ! !!*!*!! ! !* ! ! * ! * *!* !! ! *!! !!* *

logo

A
Q
NLKDG

N
D
SKFLSVI

Y
A
S
D
SGFYI

V
K
QI SVLTDASRVARVDSDEARDTKKFSRSAR I

VVLWI
L
D
NSSGRVENEVCRSGKDNDS ITRVAKDVDNENSMAATLCEKHYKTAE

NTDB id 310562 D0T92 RS08875 WP 151052096.1 A....GDKLSIASGFVKISLTDSVARDERTKKSRSRIVWLDSSGRVNECSGDSIVKDDNENSMAATLCEYKTAE 227
NTDB id 1136 NGFG RS02420 WP 003687912.1 QNLKDNSKFVYSDGYIQIVLTDARAVSDADKKFRSAVVLINSSGRVEVCRKNDTRAV..........CKH.... 220
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