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VVGSDKTGSANATPL I LEMGKR
NTDB id 310555 D0T92 RS07000 WP 151051481.1 MQPAPVADLNQAAAEAAVEVLQRHAPQEAEAVAAYVYRLFAALQEGHAFLWLDDDEADTLRKLETIVSDKGNTPLILMGK 80
NTDB id 1134 OK783 RS03985 WP 010358120.1 .MELQTDEFAQAAARAAIRFLERYAGSGNEVLANCTERLFQALQNGHSFIRLSGDEADALSALAPVVG.TSAAPLILEGR 78
consensus * * * * !!!! !!* ! !*!* ! *! * !!! !!! !! !* ! !!!! ! ! **! * !!!! !*
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NTDB id 310555 D0T92 RS07000 WP 151051481.1 KLFLGRIWQLEHDVATEIVRLTGAPVSGIDGQAAAEYLQTWFAGKGSEGQRDAAALALLEPFMLISGGPGTGKTTTVAKL 160
NTDB id 1134 OK783 RS03985 WP 010358120.1 RLFLGRMWQLEYDLAAEIKRLAAAGTSAPDAAGARQNLAKWFQGAGSEGQRDAAALALLQFFMVITGGPGTGKTTTVAKL 158
consensus *!!!!!*!!!!*!*! !! !! *!* !**!* *! ! !! ! !!!!!!!!!!!!!! *!!*!*!!!!!!!!!!!!!!

logo LAGL ILCGSEGNREQANLPHR IALAAPTGKAAAHMARALHRAS IVGNGTFDTALPEAP I
VRNRHLLKQLDEGQTVHRLLKLRSPPEKMMQAPASFDHAHEIRYPLPFLD

NTDB id 310555 D0T92 RS07000 WP 151051481.1 LGLLCSGRQALPRIALAAPTGKAAAHMARALHRAVGTFTLPEPIRNHLLQLDGQTVHRLLKLRPPEMMPSFHAEYPLPLD 240
NTDB id 1134 OK783 RS03985 WP 010358120.1 LALICGENENLPHIALAAPTGKAAAHMARALHRSINGFDAPEAVRRHLLKLEGQTVHRLLKLSPPKMQAAFDHIRPLPFD 238
consensus !*!*! !!*!!!!!!!!!!!!!!!!!!!! * ! !!**! !!! !*!!!!!!!!!! !! ! * !** !!! !
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VLLGDENQLPSVGAIGAVLASQVLASQKTTVLDGNDETAHAQKRLAAGFLLPEQHGFLASTVASADNQPPPV
NTDB id 310555 D0T92 RS07000 WP 151051481.1 ILVVDEASMLDISLLLQLLRAIPTGCRLVLLGDENQLPSVGAGAVLAQLAQTTVLDNDTAAKLAALLPQHGLATADQPPP 320
NTDB id 1134 OK783 RS03985 WP 010358120.1 VLIVDEASMLDTALMLQLLKAVKTGARVILLGDENQLPSVGIGAVLSVLSQKTVLDGETHQRLAGFLPEHGFSVSANPPV 318
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NTDB id 310555 D0T92 RS07000 WP 151051481.1 LAQNIARLQVSHRFGDDSGIGALARAVIKGESGEAWAQFDHFPNELHLNAGSLKQQAERFYGRQADYWRAVDAGDIAAAF 400
NTDB id 1134 OK783 RS03985 WP 010358120.1 LAQNTAHLSFSHRFGDNSGIGCLARAAVSGDEG.AWALFDRFPDELEHSECSPNARVERLYRAHKAYWQAVKDGNIEAAY 397
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NTDB id 310555 D0T92 RS07000 WP 151051481.1 EHQTDIMVLAARRYDAEAFNEAYRYCLQRHGRARADMPWFAGQVVMVSRNDYTLDVFNGDIGLIMPDTDKAEETALAAYF 480
NTDB id 1134 OK783 RS03985 WP 010358120.1 AGISDIVVLAAWRQDAEDFNEAYCSYVRRKMNIPEHLAYFAGEPIMIRQNDYALELFNGDIGLIMEDVGR..QGSLAAYF 475
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logo

A
P
D
S
A
P
D
EGFYKRKI

VALVSCRLPEFHEPTAFAI
MTVHKSQGSEYREVWLLPPSTDEAEPSDEEGDNDEAPLTHSGLNSKAELLYTAITRAREKQFVFFWGGSKKTAT

NTDB id 310555 D0T92 RS07000 WP 151051481.1 PSPEGYRKIALSRLPEHETAFAITVHKSQGSEYREVWLLPPTEE....ENEPTHGLNKALLYTAITRAREQFVFWGSKTA 556
NTDB id 1134 OK783 RS03985 WP 010358120.1 ADADGFKKVAVSCLPEFEPAFAMTVHKSQGSEYREVWLLPPSDAPSDEGDDALSGLSKELLYTAITRAREKFVFFGGKKT 555
consensus * **!**!*!*!*!!!*!*!!!*!!!!!!!!!!!!!!!!!!** **** ** *!! ! !!!!!!!!!!! !!!*! !
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NTDB id 310555 D0T92 RS07000 WP 151051481.1 FQTACSLDEKRRSALREMIGQVMGQTKL 584
NTDB id 1134 OK783 RS03985 WP 010358120.1 FCQAVNTVKVRQTALGSMLERVFSQE.. 581
consensus !* !* ! *!! !* ! ! **
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