
logo MKNRTKHL ITTKTI LI LSAGCLLFGVMATAVALFQTAYSAGNITDINKVSSLPDNEKQKI IVKI
V
R
SFDRKDEVIVLNPSTGF IVSTGSTSPTAR IALDFAEDQTRGI LSLMPDQSQVL

NTDB id 310521 D0T90 RS06760 WP 123795524.1 MKRKHITTLLACLGMTAVLQTAYAGNITDINVSSLPDEQKIIKIRFDRDVVLPSGFISGTPTRIALDFADTRILLPQSVL 80
NTDB id 1115 OK783 RS00485 WP 003698035.1 MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVL 80
NTDB id 1100 NMB RS09455 WP 002225652.1 MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVL 80
NTDB id 1092 CAD91899.1 1..2286( ) MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVL 80
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logo EYADPLLNSQKITSAAQNSNSRAR I
LVLGNLNKTPAGQYTNATE I

VRDGENEKVWVIYF I SNETSADDQTNVTSASPVASRPPAVKAAPAAPAKQQAAAPSTKSAV
NTDB id 310521 D0T90 RS06760 WP 123795524.1 EYADPLLNQITAAQNSNRARIVLGLNKTAQYTAEIRDEEVWVYISETADQNTASVSPP...................... 138
NTDB id 1115 OK783 RS00485 WP 003698035.1 EYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQA......... 151
NTDB id 1100 NMB RS09455 WP 002225652.1 EYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSAV 160
NTDB id 1092 CAD91899.1 1..2286( ) EYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSAV 160
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logo

SVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQATAAPAKQQAAAPAEKNQTQPAYARASPAEKTQATHNIDFRKGDSGGKGNSAGIVI
NTDB id 310521 D0T90 RS06760 WP 123795524.1 .......................................................ENTPYRPAETAHIDFRKGSGGSGIV 163
NTDB id 1115 OK783 RS00485 WP 003698035.1 .............AAPFTESVVSVSAPFSPAKQQA........................AASAKQTNIDFRKDGKNAGII 194
NTDB id 1100 NMB RS09455 WP 002225652.1 SVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQAAAPAKQQAAAPAKQQAAAPAKQTNIDFRKDGKNAGII 240
NTDB id 1092 CAD91899.1 1..2286( ) SVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQTA........APAKQQAAAPAKQTNIDFRKDGKNAGII 232
consensus ****************************************** * **********!****!!!!!*****!!*

logo ELDAI
A
S
LGFDAGTQPDIKSEQQRHDRHVI I IVTLNKNHATMLPTAQTALQRSLDVGADFNKTPVRQNKI

VTLKRMLGNNADTRQLTI I LTNTNTAGLNWEMLKVTNRKSAAPGRYYF
NTDB id 310521 D0T90 RS06760 WP 123795524.1 ELDISGFDGTPDIKEQRDRVIITLNNHAMPTQAQRSLDVGDFNTPVRNITLKRMGNATRLTILNNGLWEMKTRSAA.GRY 242
NTDB id 1115 OK783 RS00485 WP 003698035.1 ELAALGFAGQPDISQQHDHIIVTLKNHTLPTALQRSLDVADFKTPVQKVTLKRLNNDTQLIITTTGNWELVNKSAAPGYF 274
NTDB id 1100 NMB RS09455 WP 002225652.1 ELAALGFAGQPDISQQHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTAGNWELVNKSAAPGYF 320
NTDB id 1092 CAD91899.1 1..2286( ) ELAALGFAGQPDISQQHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTAGNWELVNKSAAPGYF 312
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logo

S
TFEQI

V
R
LPKSKAQENALFETDSGTGNVSNLNTAAPKSTFKTGRKLI SLDFQNDI

VEVIRTI LQI LAKESGMNI IVASDSVGSNGKMTLSLKDVPWDQALDLVM
NTDB id 310521 D0T90 RS06760 WP 123795524.1 SFEIRPKSAEAFTDGTNSLTAKSFKGRKLSLDFQNIEVRTILQILAKESGMNIIASDSVGGKMTLSLKDVPWDQALDLVM 322
NTDB id 1115 OK783 RS00485 WP 003698035.1 TFQVLPKKQNLE.SGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVSGKMTLSLKDVPWDQALDLVM 353
NTDB id 1100 NMB RS09455 WP 002225652.1 TFQVLPKKQNLE.SGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQALDLVM 399
NTDB id 1092 CAD91899.1 1..2286( ) TFQVLPKKQNLE.SGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQALDLVM 391
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logo QARNLDMRRQQGNI IVNIAPREDELLAKDKALFLQAEKEDIAEDLGPALYSQTNFQLKYKNVEEFRKS I LARLDENRASSNSSDSTGTGNRNTL ILV
NTDB id 310521 D0T90 RS06760 WP 123795524.1 QARNLDMRRQGNIINIAPREELLAKDKAFLQAEKEIAELGPLYSQTFQLKYKNVEEFRKILRLDERSSNSSSGGNRNTLL 402
NTDB id 1115 OK783 RS00485 WP 003698035.1 QARNLDMRQQGNIVNIAPRDELLAKDKAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNA....DTTGNRNTLV 429
NTDB id 1100 NMB RS09455 WP 002225652.1 QARNLDMRQQGNIVNIAPRDELLAKDKALLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNA....DTTGNRNTLI 475
NTDB id 1092 CAD91899.1 1..2286( ) QARNLDMRQQGNIVNIAPRDELLAKDKAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILALDNA....DTTGNRNTLV 467
consensus !!!!!!!!*!!!!*!!!!!*!!!!!!!!*!!!!!*!!*!!*!!!!*!!!!!!!!!!!!*!!*!!** ***!!!!!!*



logo SPGRGSAVL IDSPGATNTL IVTDTRSVI EKFRKL IDELDVAPARQQVMVI EAR IVEAEADGFSRDLGLVKFGYASTGNRKRKSKGLGKNETDTSAFAGWG
NTDB id 310521 D0T90 RS06760 WP 123795524.1 SPRGSALIDSGTNTLIVTDTRSVIEKFRKLIDELDVAARQVMVEARIVEAEDGFSRDLGLKFGYSGNRSGGNT....AWG 478
NTDB id 1115 OK783 RS00485 WP 003698035.1 SGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGRKKLKNETSAFGWG 509
NTDB id 1100 NMB RS09455 WP 002225652.1 SGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDTSAFGWG 555
NTDB id 1092 CAD91899.1 1..2286( ) SGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDTSAFGWG 547
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logo VNSTGW
F
N
GGDGTDAKLWEGSAQSEPTNKINLP I

V
A
TAATASNSVIASLVRSALI SSGALGNLELSASEASQLKSKPTKTI

L
S
ANPRVLTQDNRQKEASKI ESGQYE IPYFQTEV

NTDB id 310521 D0T90 RS06760 WP 123795524.1 ..STWNGGTALGSSPNINLPVAAATSSVALVRSLSSGALGLELSASEAQKKTKTISNPRVLTQDRQEASIESGQEIPYQE 556
NTDB id 1115 OK783 RS00485 WP 003698035.1 VNSGFGGGDKWEAQTKINLPVAAAANSISLVRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTV 589
NTDB id 1100 NMB RS09455 WP 002225652.1 VNSGFGGDDKWGAETKINLPITAAANSISLVRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTV 635
NTDB id 1092 CAD91899.1 1..2286( ) VNSGFGGDDKWGAETKINLPITAAANSISLVRAISSGALNLELSASESLSKPKTLANPRVLTQNRKEAKIESGYEIPFTV 627
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G
NGGNSASTSNVTTEFLKKAVLGLTVTPNITPDGQI IMNTVKINRKDTSPVAAQCQATSDGGNNVQQTTI LC I STKSNLTNTQAMVEDNGGTL I IVGGIY

NTDB id 310521 D0T90 RS06760 WP 123795524.1 SSSSG...ATSVTFKKAVLGLTVTPNITPDGQIIMNVKINRDTPVACQTDGVQTLCISTKNLTTQAMVEDGGTLIIGGIY 633
NTDB id 1115 OK783 RS00485 WP 003698035.1 TTASGGGNSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNNTILCISTKSLNTQAMVENGGTLIVGGIY 669
NTDB id 1100 NMB RS09455 WP 002225652.1 TSIANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNQTILCISTKNLNTQAMVENGGTLIVGGIY 715
NTDB id 1092 CAD91899.1 1..2286( ) TSIANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNQTILCISTKNLNTQAMVENGGTLIVGGIY 707
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logo EENSDSNGNSTI
L
N
TKVPLLGDIPVIGNLFKSTRAGRKSKETEDRKRELLVI F ITPR I IMDGGTQAGNNSLRYO

NTDB id 310521 D0T90 RS06760 WP 123795524.1 EESSGNSINKVPLLGDIPVIGNLFKSRARSEERKELLVFITPRIMDGQGNNLRY. 687
NTDB id 1115 OK783 RS00485 WP 003698035.1 EENNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIIDTAGNSLRY. 723
NTDB id 1100 NMB RS09455 WP 002225652.1 EEDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIMGTAGNSLRY. 769
NTDB id 1092 CAD91899.1 1..2286( ) EEDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIMGTAGNSLRY* 761
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