
logo

MAG
M
F
L
M
V
INQKRVMVI ILVGNRLGTRNKDVPEDMLRTYMTSPASNGDEVAAVGAHNTI

L
V
F
S
T
M
V
LATVSNERAQTSWFAKNTDNAKQMQNSTGGDE I

RREVETAEDYWFVHIRNI
C
T
V
L
T
F
I

F
Y
WRKRSTQAEVNFTAVGALQNFYCTLQRKKGSKQLAVYGVSEDGKR I

LKQTR
NTDB id 1390 A4U84 RS00055 WP 021115958.1 MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYVEGKLKTR 85
NTDB id 1471 ASU2 RS04565 WP 014991634.1 MAGINKVIIVGNLGNDPEMRTMPNGEAVANISVATSESWTDKNTGERREVTEWHRIVFYRRQAEVAGQYLRKGSQVYVEGRLKTR 85
NTDB id 624 LCA RS00040 WP 011373726.1 ..MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANG.DR..EADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 31046 CT43 RS27810 WP 002094213.1 ..MMNRVILVGRLTKDPDLRYTPNGVAVATFTLAVNRAFANQQG.ER..EADFINCVIWRKQAENVANYLKKGSLAGVDGRLQTR 80
NTDB id 113 BSU 40900 NP 391970.1 ..MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSG.ER..EADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 112 BSU 36310 NP 391512.2 ..MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASG.EI..EADYVNCTLWRKTAENTALYCQKGSLVGVSGRIQTR 80
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GGDGSNFYQGGSGWGWNESQGQANPASPGGAQQSTGFNSQNYFNGNQSGGNSYQNGSNSYDGSQQSNGPFNTGGQSYADNPSSQQTNASTNGNSFNRNPQAGNQGQRNGRAPNASTQAQRGAFPNANQSTFPTKANQQAD

NTDB id 1390 A4U84 RS00055 WP 021115958.1 KWQDQNGQDRYTTEIQGDVLQMLDSRSSGGDFGGNQGSGWNQAPA.QTNYNQGGYSD.......NYAQNNNFNGGNA.TRPQPAQ 161
NTDB id 1471 ASU2 RS04565 WP 014991634.1 KWQDQNGQDRYTTEIQGDVLQMLGGRNQGGDFGGNQGGWGNSAPAPQQSYNQGNSGY.......GYDQTASRPA....QQAAKQA 159
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGD..........GASQNFNSNQSNGSQQSGFTSPQQT....GNAPAANNTQA 151
NTDB id 31046 CT43 RS27810 WP 002094213.1 NYDGQDGKRVYVTEVLAESVQFLEPRNGGGEQRGSF....NQQPSGAGF...GNQGS....NPFGQSSNSGNQGNQGNSGFTKND 154
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGY....NEGNSGGGQYFGGGQND....NPFGGNQNN....QRRNQGNSFND 153
NTDB id 112 BSU 36310 NP 391512.2 SYENEEGVNVYVTEVLADTVRFMDPKPREKAAD.................................................... 113
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 KPAAQAEPPMDNFDDDIPF 180
NTDB id 1471 ASU2 RS04565 WP 014991634.1 AKPAQAEPPMDNFDDDIPF 178
NTDB id 624 LCA RS00040 WP 011373726.1 DPFANNGQAIDISDDDLPF 170
NTDB id 31046 CT43 RS27810 WP 002094213.1 DPFSNVGQPIDISDDDLPF 173
NTDB id 113 BSU 40900 NP 391970.1 DPFANDGKPIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 ................... 113
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