
logo MIYF ITMFLLGGI LG IALWFYLSGF ITRHLQQNE IYAI
TYVELFPQNSRSPFQPHFAS IQQKKCGHI LRYFLFSVIGVGF I FLQIAF

NTDB id 1357 HI 0296 AAC21960.1 MIYFTMFLLGGILGIALWFYLSGFITRLQQNIYAIYVELFPQNRSPFQPHFASIQQKKCGHILRYFFSIGVGFIFLQIAF 80
NTDB id 310277 CH556 RS03600 WP 116945233.1 MIYFIMFLLGGILGIALWFYLSGFITHLQQEIYATYVELFPQNRSPFQPHFASIQQKKCGHILRYFLSVGVGFIFLQIAF 80
NTDB id 1368 NTHI RS01940 WP 011271970.1 MIYFTMFLLGGILGIALWFYLSGFITHLQQEIYATYVELFPQNSSPFQPHFASIQQKKCGHILRYFFSIGVGFIFLQIAF 80
consensus !!!!*!!!!!!!!!!!!!!!!!!!!!*!!!*!!!*!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!!!

logo KDS I FTVWIGFLTL I I LWTI SYLDCWHYQL I STTPCLWLLTLGLFGADNNFSLLTLSES IKSAASFF IVFYVAIYWLIAKFCYYGR
NTDB id 1357 HI 0296 AAC21960.1 KDSIFTVWIGLTLIILWTISYLDWHYQLISTTPCLWLLTLGLFGADNNFSLLTLSESIKSAASFFIVFYVIYWLAKFYYG 160
NTDB id 310277 CH556 RS03600 WP 116945233.1 KDSIFTVWIGFTLIILWTISYLDCHYQLISTTPCLWLLTLGLFGADNNFSLLTLSESIKSAASFFIVFYAIYWIAKCYYR 160
NTDB id 1368 NTHI RS01940 WP 011271970.1 KDSIFTVWIGLTLIILWTISYLDWHYQLISTTPCLWLLTLGLFGADNNFSLLTLSESIKSAASFFIVFYAIYWIAKCYYR 160
consensus !!!!!!!!!!*!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!*!!*

logo KEAFGRGDYWLAMALGSF IRHLETLPHFLLLASVLGICFSL IHRKKKKEFLIPFAPFMNLSAI
V I IYLFVKYYGY

NTDB id 1357 HI 0296 AAC21960.1 KEAFGRGDYWLAMALGSFIHLETLPHFLLLASVLGICFSLIHRKKKEFLPFAPFMNLSAVIIYFVKYYGY 230
NTDB id 310277 CH556 RS03600 WP 116945233.1 KEAFGRGDYWLAMALGSFIRLETLPHFLLLASVLGICFSLIHKKKKEFIPFAPFMNLSAVIIYFVKYYGY 230
NTDB id 1368 NTHI RS01940 WP 011271970.1 KEAFGRGDYWLAMALGSFIHLETLPHFLLLASVLGICFSLIHKKKKEFIPFAPFMNLSAIIIYLVKYYGY 230
consensus !!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!*!!!!!*!!!!!!!!!!*!!!*!!!!!!
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