
logo MNVPVEKNSSFSKRELQQTLRSRHLLRTELSFSDEMIEWHIKNGYITAENS I S INKRGRYRCNRCGQTDQRYFYSFYHSSGKNKLYCR
NTDB id 31024 BSNT RS18825 WP 014481052.1 MNVPVEKNSSFSRELQQTLRSRHLLRTELSFSDEMIEWHIKNGYITAENSISINKRGYRCNRCGQTDQRYYSFYHSSGKNKLYCR 85
NTDB id 108 BSU 35470 NP 391427.1 MNVPVEKNSSFSKELQQTLRSRHLLRTELSFSDEMIEWHIKNGYITAENSISINKRRYRCNRCGQTDQRYFSFYHSSGKNKLYCR 85
consensus !!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!*!!!!!!!!!!!!!!

logo SCVMMGRVSEEVPLYSWEKEENEPSNWKQS IKLTWDGKLSSGQQKAANVL I EA I SKKEELL IWAVCGAGKTEMLFPGI ESALNQGLRV
NTDB id 31024 BSNT RS18825 WP 014481052.1 SCVMMGRVSEEVPLYSWEEENEPNWQSIKLTWDGKLSSGQQKAANVLIEAISKKEELLIWAVCGAGKTEMLFPGIESALNQGLRV 170
NTDB id 108 BSU 35470 NP 391427.1 SCVMMGRVSEEVPLYSWKEENESNWKSIKLTWDGKLSSGQQKAANVLIEAISKKEELLIWAVCGAGKTEMLFPGIESALNQGLRV 170
consensus !!!!!!!!!!!!!!!!! !!!!*!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo C IATPRTDVVLELAPRLKAAFQGADI SALYGGSDDKGRLSPLMI STTHQLLRYKDAIDVMI IDEVDAFPYSADQTLQFAVQKARK
NTDB id 31024 BSNT RS18825 WP 014481052.1 CIATPRTDVVLELAPRLKAAFQGADISALYGGSDDKGRLSPLMISTTHQLLRYKDAIDVMIIDEVDAFPYSADQTLQFAVQKARK 255
NTDB id 108 BSU 35470 NP 391427.1 CIATPRTDVVLELAPRLKAAFQGADISALYGGSDDKGRLSPLMISTTHQLLRYKDAIDVMIIDEVDAFPYSADQTLQFAVQKARK 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KNSTLVYLSATPPKELKRKALNGQLHSVR IPARHHRKPLPEPRFVWCGNWKKKLNRNKIPPAVKRWI EFHVKEGRPVFLFVPSVS
NTDB id 31024 BSNT RS18825 WP 014481052.1 KNSTLVYLSATPPKELKRKALNGQLHSVRIPARHHRKPLPEPRFVWCGNWKKKLNRNKIPPAVKRWIEFHVKEGRPVFLFVPSVS 340
NTDB id 108 BSU 35470 NP 391427.1 KNSTLVYLSATPPKELKRKALNGQLHSVRIPARHHRKPLPEPRFVWCGNWKKKLNRNKIPPAVKRWIEFHVKEGRPVFLFVPSVS 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo I LEKAAACFKRGVHCRTASVHAEDKHRKEKVQQFRDGQLDLL ITTTI LERGVTVPKVQTGVLGAESPS I FTESALVQIAGRTGRHKE
NTDB id 31024 BSNT RS18825 WP 014481052.1 ILEKAAACFRGVHCRTASVHAEDKHRKEKVQQFRDGQLDLLITTTILERGVTVPKVQTGVLGAESPIFTESALVQIAGRTGRHKE 425
NTDB id 108 BSU 35470 NP 391427.1 ILEKAAACFKGVHCRTASVHAEDKHRKEKVQQFRDGQLDLLITTTILERGVTVPKVQTGVLGAESSIFTESALVQIAGRTGRHKE 425
consensus !!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!

logo YADGDVI FYFHFGKTKSMLDARKHIKEMNELAAKVECTD
NTDB id 31024 BSNT RS18825 WP 014481052.1 YADGDVIFFHFGKTKSMLDARKHIKEMNELAAKVECTD 463
NTDB id 108 BSU 35470 NP 391427.1 YADGDVIYFHFGKTKSMLDARKHIKEMNELAAKVECTD 463
consensus !!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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