
logo MQFSLKNYLRTLQIG IHRKQSGYFDFVWFDDLEQPQSYQI FVNDRYDFKNRFLQQLKTQYQGKTFPLQFVAS IPAHLTWSKVL
NTDB id 1343 HI 0439 AAC22098.1 MQFSLKNYRTLQIGIHRKQSYFDFVWFDDLEQPQSYQIFVNDRYFKNRFLQQLKTQYQGKTFPLQFVASIPAHLTWSKVL 80
NTDB id 310158 CH582 RS02960 WP 116941735.1 MQFSLKNYLTLQIGIHRKQGYFDFVWFDDLEQPQSYQIFVNDRDFKNRFLQQLKTQYQGKTFPLQFVASIPAHLTWSKVL 80
NTDB id 1369 NTHI RS02665 WP 011272050.1 MQFSLKNYRTLQIGIHRKQGYFDFVWFDDLEQPQSYQIFVNDRDFKNRFLQQLKTQYQGKTFPLQFVASIPAHLTWSKVL 80
consensus !!!!!!!!*!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo MLPQVLNAQECHQQCKFVLI EKELP I FSLDENELWFDYRSTPSLKQGFRLEDVTAIRKSSTAQTYLQDFQPFNKINI
VLDVASNAVI LRA

NTDB id 1343 HI 0439 AAC22098.1 MLPQVLNAQECHQQCKFVIEKELPIFLEELWFDYRSTPLKQGFRLEVTAIRKSSAQTYLQDFQPFNINILDVASNAVLRA 160
NTDB id 310158 CH582 RS02960 WP 116941735.1 MLPQVLNAQECHQQCKFVLEKELPISLDELWFDYRSTSLKQGFRLDVTAIRKSTAQTYLQDFQPFKINVLDVASNAILRA 160
NTDB id 1369 NTHI RS02665 WP 011272050.1 MLPQVLNAQECHQQCKFVIEKELPISLNELWFDYRSTSLKQGFRLDVTAIRKSTAQTYLQDFQPFKINVLDVASNAILRA 160
consensus !!!!!!!!!!!!!!!!!!*!!!!!!*!*!!!!!!!!!*!!!!!!!*!!!!!!!*!!!!!!!!!!!*!!*!!!!!!!*!!!

logo FQYLLNEQVRSENTLFLFQEDDYCLAICERSQQSQI LQSHENLTALYEQFTERFEGQLEQVFVYQIPSSHTPLPEHNWQRV
NTDB id 1343 HI 0439 AAC22098.1 FQYLLNEQVRSENTLFLFQEDDYCLAICERSQQSQILQSHENLTALYEQFTERFEGQLEQVFVYQIPSSHTPLPENWQRV 240
NTDB id 310158 CH582 RS02960 WP 116941735.1 FQYLLNEQVRSENTLFLFQEDDYCLAICERSQQSQILQSHENLTALYEQFTERFEGQLEQVFVYQIPSSHTPLPEHWQRV 240
NTDB id 1369 NTHI RS02665 WP 011272050.1 FQYLLNEQVRSENTLFLFQEDDYCLAICERSQQSQILQSHENLTALYEQFTERFEGQLEQVFVYQIPSSHTPLPENWQRV 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!

logo ETELPF IALGNALWQKDLHQQKVGG
NTDB id 1343 HI 0439 AAC22098.1 ETELPFIALGNALWQKDLHQQKVGG 265
NTDB id 310158 CH582 RS02960 WP 116941735.1 ETELPFIALGNALWQKDLHQQKVGG 265
NTDB id 1369 NTHI RS02665 WP 011272050.1 ETELPFIALGNALWQKDLHQQKVGG 265
consensus !!!!!!!!!!!!!!!!!!!!!!!!!
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