
logo MQKGMVTLVELL IGLAI I S IAVLNSFAVVPLWKQTDSPKTI LAKEQHRLYLFLRQIQAVRAENSSEVWFLL INRNLATQQWCLTAQ
NTDB id 310111 CH597 RS00280 WP 011272299.1 MQKGVTLVELLIGLAIISIVLSFVVPLWQTDSPKTILAKEQHRLYLFLRQIQVRAENSSEVWFLLINRNLATQQWCLTAQ 80
NTDB id 1350 HI 0938 AAC22602.1 MQKGMTLVELLIGLAIISIALNFAVPLWKTDSPKTILAKEQHRLYLFLRQIQARAENSSEVWFLLINRNLATQQWCLTAQ 80
consensus !!!!*!!!!!!!!!!!!!! ! ! !!!! !!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VKNNQTCDCLNP INCPKEVYAHFYYPYFPNKTMIQSHHIYPKE ITRFDGIRNTIVTRCF I LQAENERTLFLFFNVGS IRLV
NTDB id 310111 CH597 RS00280 WP 011272299.1 VKNNQTCDCLNPINCPKEVYAHFYYPYFPNKTMIQSHHIYPKEITRFDGIRNTIVTRCFILQAENERTLFLFFNVGSIRL 160
NTDB id 1350 HI 0938 AAC22602.1 VKNNQTCDCLNPINCPKEVYAHFYYPYFPNKTMIQSHHIYPKEITRFDGIRNTIVTRCFILQAENERTLFLFFNVGSIRV 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*

logo KTNQFDSACN
NTDB id 310111 CH597 RS00280 WP 011272299.1 KTNQFDSACN 170
NTDB id 1350 HI 0938 AAC22602.1 KTNQFDSACN 170
consensus !!!!!!!!!!
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