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MQYSMRKFKLWKLMNSKKTRYLYFLTFLS ILSVLMTVLFCLGAGVLFIVL ILVASVAPSMTSTVSCWFAQESTEFDQNFQEWKTVAKTAEQTXDSQKMTEYADHTQKSPLVNVAIMTQTKQSVASEHASNGSKI SQAT
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NTDB id 1041 H0N27 RS14740 WP 005124713.1 MQYSMRFWKNKYFLLIMLCLGVISPSVCAQSFDQNFQEWKAKQQMYDQKLNITKSSHSNGSKISQTKNFNDSTGQIHLNQ 80
NTDB id 1395 DSB67 RS04445 WP 010649155.1 ....MK.WM......LTLCLLILAPMSWAET........KTKADK.......................YEGIEITVNVNS 38
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ....MK.KLS.RYTFSLLFGLF.SATTFAEE........KVTTSTEHTPVVMQQV..........AATQKVNANVVNINT 55
NTDB id 309966 CH621 RS09510 WP 005686287.1 ....MK.LMKTLFTSVVLCGVLVVSSSFAEE........KATEQTA.QPVVATQAEA........QVAPAVVSDKLNINT 58
NTDB id 1362 HI 1008 AAC22669.1 ........MKTLFTSVVLCGALVVSSSFAEE........KATXQTA.QSVVTTQAEA........QVAPAVVSDKLNINT 55
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NTDB id 1041 H0N27 RS14740 WP 005124713.1 ANVNEF.QQLKGVGEKKAQAIVEYRQKNGSFKNIDEIKNVKGIGPAIFEKNKSRLAL. 136
NTDB id 1395 DSB67 RS04445 WP 010649155.1 ATAQEIATLLIGIGEKKAQDIVEYRNEHGPFKTAADLTKVKGIGEATVRKNEDRILL. 95
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ATASEIQDKLVGIGAKKAQAIVEYREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE 113
NTDB id 309966 CH621 RS09510 WP 005686287.1 ATASEIQKSLTGIGAKKAEAIVQYREKHGNFTNAEQLLEVQGIGKATLEKNRDRIIF. 115
NTDB id 1362 HI 1008 AAC22669.1 ATASEIQKSLTGIGAKKAEAIVQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF. 112
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