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NTDB id 1041 H0N27 RS14740 WP 005124713.1 MQYSMRFWKNKYFLLIMLCLGVISPSVCAQSFDQNFQEWKAKQQMYDQKLNITKSSHSN.GSKISQTKNFNDSTGQIHLN 79
NTDB id 1395 DSB67 RS04445 WP 010649155.1 ....MK.W......MLTLCLLILAPMSWA........ETKTKADKY...............EGIE.........ITVNVN 37
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ....MK.KLS.RYTFSLLFGLF.SATTFA........EEKVTTSTEHTPVVMQQV..AATQKVNA.........NVVNIN 54
NTDB id 309863 CH631 RS09020 WP 162877753.1 ....MK.LMKTLFTSVVLCGVLVASSSFA........EEKATEQTA.QPVVATQAEAQVAPAVVS.........DKLNIN 57
NTDB id 1362 HI 1008 AAC22669.1 ........MKTLFTSVVLCGALVVSSSFA........EEKATXQTA.QSVVTTQAEAQVAPAVVS.........DKLNIN 54
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NTDB id 1041 H0N27 RS14740 WP 005124713.1 QANVNEF.QQLKGVGEKKAQAIVEYRQKNGSFKNIDEIKNVKGIGPAIFEKNKSRLAL. 136
NTDB id 1395 DSB67 RS04445 WP 010649155.1 SATAQEIATLLIGIGEKKAQDIVEYRNEHGPFKTAADLTKVKGIGEATVRKNEDRILL. 95
NTDB id 1382 A4U84 RS07375 WP 062924234.1 TATASEIQDKLVGIGAKKAQAIVEYREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE 113
NTDB id 309863 CH631 RS09020 WP 162877753.1 TATASEIQKSLTGIGAKKAEAIVQYREKHGNFTNAEQLLEVQGIGKATLEKNRDRIIF. 115
NTDB id 1362 HI 1008 AAC22669.1 TATASEIQKSLTGIGAKKAEAIVQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF. 112
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