logo

NTDB id 309859 CH631
NTDB id 1359 HI 0061
consensus

logo

NTDB id 309859 CH631
NTDB id 1359 HI 0061
consensus

logo

NTDB id 309859 CH631
NTDB id 1359 HI 0061
consensus

logo

NTDB id 309859 CH631
NTDB id 1359 HI 0061
consensus

logo

NTDB id 309859 CH631
NTDB id 1359 HI 0061
consensus

logo

NTDB id 309859 CH631
NTDB id 1359 HI 0061
consensus

logo

NTDB id 309859 CH631
NTDB id 1359 HI 0061
consensus

RS05390 WP
AAC21739.1

RS05390 WP
AAC21739.1

RS05390 WP
AAC21739.1

RS05390 WP
AAC21739.1

RS05390 WP
AAC21739.1

RS05390 WP
AAC21739.1

RS05390 WP
AAC21739.1

116940001.

116940001.

116940001.

116940001.

116940001.

116940001.

116940001.

UL UL AL L ALY L LR LR AL L

MKLNLITLEWVLLIVADLTLLFLPQPLLLPWQVALVIALVLIFLFIFLRRNFLVSLAFFVASLGYFHYSALSLIBQQAQNIT

MKLNLITLWVLLIVADLTLLFLPQPLLLPWQVALVIALVLIFLFIFLRRNFLVSLAFFVASLGYFHYSALSLHQQAQNIT
N

AUCHVTE G DT AL LBV AL O SR il

AQKQVVTFKIQEILHQQDYQTLIATATLENNLQEQRIFLNWKAKEVPQLSEIWQAEISLRIJLSARLNFGGFRRQQWYFSK

AQKQVVTFKIQEILHQQDYQTLIATATLENNLQEQRIFLNWKAKEVPQLSEIWQAEISLR LSARLNFGGFPRQQWYFSK
PELL ettt b vt

O SR CARRTE LU L A ERR AT ST

GITARGTVKSAVKIANVSSLRAEKLQQVKKQTEGLSLQGLLIALAFGERAWLDKNTWSIYQQTNTAHLIAISGLHIGLAM
GITAWGTVKSAVKIAWVSSLRAEKLQQVKKQTEGLSLQGLLIALAFGERAWLDKIWTWSIYQQTNTAHLTATISGLHIGLAM
PO L e e rrrrrrrrrnt

PURNCARE TR LR VAR LA SV TRRSRAEQ] B e LI L

GIGF LARVVQVFFPTRFIHPYFPLVFGVLFALIYAYLAGFSVPTFRAISALVFVYF QIMRR YSPFBLFTLVVGFLLF
1

GIGFMLARVVQVFFPTRFIHPYFPLVFGVLFALIYAYLAGFSVPTFRAISALVFVISF QIMRREIYSPHMQIFTLVVGEFLLF
Pt

JLADRELS A L LR YR LG LT LA

CDPLMPLSVSFWLSCGAVGCL LWYRYVPFSLEFQWKNRPFSPKVRWIMLFHLQFGLLLFFTPLQLFLFNGLSLSGFLAN

CDPLMPLSVSFWLSCGAVGCL LWYRYVPFSLFQWKNRPFSPKVRWIRNLFHLQFGLLLFFTPLQLFLFNGLSLSGFLAN
PELL Lk bt N

R ARTICRES QAR TR LTS AL I LR

IBMAVPIYSFIJLVPLILFAVFTNGEY FSWQLANKLAEGITGLISVFQGNWLTVSFNLALJLTALCAGIFMLIIWRIYREPE
IAMAVPIYSFIMLVPLILFAVEFTNGH FSWQLANKLAEGITGLISVFQGNWLTVSFNLALEMLTALCAGIFMLITIWRIYREPE
N T

et LI LB 1L IO T DUV L

E\SIZSIWISIKR]Y FFTLNLSKPLLKN [MWNVLRCSFGIILLCFTILLFKQLSKPTWQVDTLDVGQGLATLIVKNGKGILYD
I WWINIKR FFTLNLSKPLLKN BMSNVLRCSFGIILLCFTILLFKQLSKPTWQVDTLDVGQGLATLIVKNGKGILYD
Pkl b Dbk DDk bbbt

|

80
80

160
160

240
240

320
320

400
400

480
480

560
560



logo

NTDB id 309859 CH631 RS05390 WP 116940001.1
NTDB id 1359 HI 0061 AAC21739.1
consensus

logo

NTDB id 309859 CH631 RS05390 WP 116940001.1
NTDB id 1359 HI 0061 AAC21739.1
consensus

logo

NTDB id 309859 CH631 RS05390 WP 116940001.1
NTDB id 1359 HI 0061 AAC21739.1
consensus

L

il

AT

Ll

LR e L

NS R

PRILYHIRIER |

X non conserved
B similar
>50% conserved

TGSSWRGGSMAELEILPYLQRISGIVLEKLILSHDDNDHAGGASTILKAYPNVELITPS[MKNYGENYRTFCTAGRDWHWQG

TGSSWRGGSMAELEILPYLQRJJGIVLEKLILSHDDNDHAGGASTILKAYPNVELITPSIHKNYGENYRTFCTAGRDWHWQG
B

788
788

I

|

Q

LHFQILSPHNVVTRADNIFHSCVILVDDGKEISVLLTGDAEAKNEQIFARTLGKIDVLQVGHHGSKTSTSEYLLSQVRPDVA|
LHFQILSPHNVVTRADN HSCVILVDDGK SVLLTGDAEAKNEQIFARTLGKIDVLQVGHHGSKTSTSEYLLSQVRPDVA

640
640

720
720



