
logo MIYFTMFLLGGI LG IALWFYLSGF ITHRLQQNE IYAI
TYI

VELFPQNFRSLSPFQSPSHVFSAS IQQKKCGHI LRYFLFSVIGVGF I FLQIAF
NTDB id 309856 CH631 RS03660 WP 112102454.1 MIYFTMFLLGGILGIALWFYLSGFITRLQQEIYATYIELFPQNFLPFQSSVSSIQQKKCGHILRYFLSVGVGFIFLQIAF 80
NTDB id 1357 HI 0296 AAC21960.1 MIYFTMFLLGGILGIALWFYLSGFITRLQQNIYAIYVELFPQNRSPFQPHFASIQQKKCGHILRYFFSIGVGFIFLQIAF 80
NTDB id 1368 NTHI RS01940 WP 011271970.1 MIYFTMFLLGGILGIALWFYLSGFITHLQQEIYATYVELFPQNSSPFQPHFASIQQKKCGHILRYFFSIGVGFIFLQIAF 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!*!*!!!!!! *!!!****!!!!!!!!!!!!!!*!*!!!!!!!!!!!

logo KDSTI FATI
VWLIGLTLLI I LWATI SYLDWHYQL I STTLPCLWLLTI

LGLFGADNNFSLLTLSES IKSAASFF IVFYATVIYWLIAKCFYYRG
NTDB id 309856 CH631 RS03660 WP 112102454.1 KDSTFAIWLGLTLLILWAISYLDWHYQLISTTLCLWLLTIGLFGADNNFSLLTLSESIKSAASFFIVFYTIYWIAKFYYG 160
NTDB id 1357 HI 0296 AAC21960.1 KDSIFTVWIGLTLIILWTISYLDWHYQLISTTPCLWLLTLGLFGADNNFSLLTLSESIKSAASFFIVFYVIYWLAKFYYG 160
NTDB id 1368 NTHI RS01940 WP 011271970.1 KDSIFTVWIGLTLIILWTISYLDWHYQLISTTPCLWLLTLGLFGADNNFSLLTLSESIKSAASFFIVFYAIYWIAKCYYR 160
consensus !!!*!**!*!!!!*!!!*!!!!!!!!!!!!!!*!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!*!!*!!*

logo KEAFGRGDYWLAMALGSF IHLETLPHFLLLASVLGICFSL IHRKKKKEFLIPFAPFMNLSAI
V I IYLFVKYYGY

NTDB id 309856 CH631 RS03660 WP 112102454.1 KEAFGRGDYWLAMALGSFIHLETLPHFLLLASVLGICFSLIHKKKKEFIPFAPFMNLSAVIIYFVKYYGY 230
NTDB id 1357 HI 0296 AAC21960.1 KEAFGRGDYWLAMALGSFIHLETLPHFLLLASVLGICFSLIHRKKKEFLPFAPFMNLSAVIIYFVKYYGY 230
NTDB id 1368 NTHI RS01940 WP 011271970.1 KEAFGRGDYWLAMALGSFIHLETLPHFLLLASVLGICFSLIHKKKKEFIPFAPFMNLSAIIIYLVKYYGY 230
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!*!!!!!!!!!!*!!!*!!!!!!
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