
logo MKHWFFLTIAI LLFF IMNCSWGQDPFDKTQRNRSQFDNAQTVMEQTE I I SSDVPNNLCGADENRQAAE IPLNALKLVGVVI SKD
NTDB id 309847 CH631 RS02995 WP 116939824.1 MKHWFFLTALLFINCSWGQDPFDKTQRNRSQFDNAQTVMEQTEIISSDVPNNLCGADENRQAAEIPLNALKLVGVVISKD 80
NTDB id 1372 NTHI RS02650 WP 011272047.1 MKHWFFLIILFFMNCSWGQDPFDKTQRNRSQFDNAQTVMEQTEIISSDVPNNLCGADENRQAAEIPLNALKLVGVVISKD 80
NTDB id 1346 HI 0436 AAC22095.1 MKHWFFLIILFFMNCSWGQDPFDKTQRNRSQFDNAQTVMEQTEIISSDVPNNLCGADENRQAAEIPLNALKLVGVVISKD 80
consensus !!!!!!!**!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KAFALLQDQAGLQVIYSVLEGVDVAQEGYIVEKINQNNVQFMRKLGEQCDSSEWKKLSF
NTDB id 309847 CH631 RS02995 WP 116939824.1 KAFALLQDQALQIYSVLEGVDVAQEGYIVEKINQNNVQFMRKLGEQCDSSEWKKLSF 137
NTDB id 1372 NTHI RS02650 WP 011272047.1 KAFALLQDQGLQIYSVLEGVDVAQEGYIVEKINQNNVQFMRKLGEQCDSSEWKKLSF 137
NTDB id 1346 HI 0436 AAC22095.1 KAFALLQDQGLQVYSVLEGVDVAQEGYIVEKINQNNVQFMRKLGEQCDSSEWKKLSF 137
consensus !!!!!!!!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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