logo

NTDB id 309846 CH631 RS02990 WP 112084028.1
NTDB id 1371 NTHI RS02655 WP 011272048.1
NTDB id 1345 HI 0437 AAC22096.1

consensus

logo

NTDB id 309846 CH631 RS02990 WP 112084028.1
NTDB id 1371 NTHI RS02655 WP 011272048.1
NTDB id 1345 HI 0437 AAC22096.1

consensus

logo

NTDB id 309846 CH631 RS02990 WP 112084028.1
NTDB id 1371 NTHI RS02655 WP 011272048.1
NTDB id 1345 HI 0437 AAC22096.1

consensus

D E L LELLLON RN AR e RS LCK L L

MKAFFNDPFTPFGKWLSQPFYVHGLTFLLLLSAVIFRPVLDYIE S RFINEREMELAJMKEISELLHQQKILTSLQQQSESR
MKAFFNDPFTPFGKWLSQPFYVHGLTFLLLLSAVIFRPVLDYIEGSSRFHEIENELAVKRSELLHQQKILTSLQQQSESR
MKAFFNDPFTPFGKWLSQPFYVHGLTFLLLLSAVIFRPVLDYIEGSSRFHEIENELAVKRSELLHQQKILTSLQQQSESR

L FUAL LR AL L L AL

KLSPELAAQITIPLNKQIQRLAARNGLSQHLRWEMGQKPILHLQLTGHFEKTKTFLTALLANSSQLSVSRLQFIKPEDEP
KLSPELAAQITIPLNKQIQRLAARNGLSQHLRWEMGQKPILHLQLTGHFEKTKTFLTALLANSSQLSVSRLQFIKPEDWP

KLSPELAAQITPLNKQIQRLAARNGLSQHLRWEMGQKPILHLQLTGHFEKTKTFL ALLANSSQLSVSRLQF KPED[EP
I T

e IRLKCH

QTEIIFQLDKETKINEENE!
QTEIIFQLDKETK|NEENE]

QTEITFQLDKETK 173
prrrrrrrrrrn

R

X non conserved
B similar
>50% conserved

160
160
160



