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NTDB id 583 DLJ51 RS09560 WP 002962590.1 MYNKVILIGRLTAAPEMVKTPS.NKSVTHITLAVNRRFKTQDGERQADFVNVVFWGKLAESLVSYAGKGSLVSLDGEIRTRHYE. 83
NTDB id 409 SMU RS08940 WP 002263454.1 MYNKVILIGRLVATPEMVKTPK.DKSVTRVTLAVNRRFKSQDGEKQADFVNVVLWGRLAETIASYGSKGSLISLDGELRTRKYE. 83
NTDB id 30981 CLH RS16265 WP 003369942.1 .MNKVVLIGRLTKDPELRFTPGAGTAVTTLTLAVD.KYNSKSGQKEADFVPVVVWGKQAESTANYMSKGSQMAISGRIQTRNYEA 83
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSS.GAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTRNYEN 84
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPN.GAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTRNYEN 84
NTDB id 112 BSU 36310 NP 391512.2 MFNQVMLVGRLTKDPDLRYTSA.GAAVAHVTLAVNRSFKNASGEIEADYVNCTLWRKTAENTALYCQKGSLVGVSGRIQTRSYEN 84
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NTDB id 583 DLJ51 RS09560 WP 002962590.1 KDGQTHYVTEILAQSFQLLESRAQRALRENNG.............................................ASDLTDLV 123
NTDB id 409 SMU RS08940 WP 002263454.1 KDGVTHFVTEVLGHSFQLLESRAQRAMRENNS.............................................ENDLADLV 123
NTDB id 30981 CLH RS16265 WP 003369942.1 KDGTKRYVTEVVATEVQFLSKSNASGNVGT.....NYGNN....TE..................YSSSNNPFDDMNFEEDIT..P 139
NTDB id 624 LCA RS00040 WP 011373726.1 QQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQ.......QSGFTSPQQTGNAPAANNTQADPFANNGQAID 162
NTDB id 113 BSU 40900 NP 391970.1 QQGQRVFVTEVQAESVQFLEPKNGGGSGSG.....GYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNSFNDDPFANDGKPID 164
NTDB id 112 BSU 36310 NP 391512.2 EEGVNVYVTEVLADTVRFMDPKPREKAAD........................................................ 113
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NTDB id 583 DLJ51 RS09560 WP 002962590.1 LEEEELPF 131
NTDB id 409 SMU RS08940 WP 002263454.1 LEEEELPF 131
NTDB id 30981 CLH RS16265 WP 003369942.1 VDDGDMPF 147
NTDB id 624 LCA RS00040 WP 011373726.1 ISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 ISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 ........ 113
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