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g SRR RANSE NGB

M EKPFNSEQLEY LEELLSHQEKHLENKLSGFSVSDLDMQSVFRLERNRLKIAYKLLGLMSFIAL LAIVLIS LPLQKTEHHFV 85
M EKPFNSEQLMW LEELLSHQEKHLENKLSGFSVSDLDMQSVFRLERNRLKIAYKLLGLMSFIAL LAIVLIS LPLQKTEHHFV 85

FULAR RN AL ALRED RDERIE RS KREEDL TS I

DFLNQDKHYAITQRADKSISSNEALARSLIGAYVLNRESINRIDDKSRYELVRLQSSSKVWQRFEDLIKTQNSIYAQSHLEREVH 170

DFLNQDKHYATIIQRADKSISSNEALARSLIGAYVLNRESINRIDDKSRYELVRLQSSSKVWQRFEDLIKTQNSIYWQSHLEREVH 170
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AN A0S AL UK SYAD DENRS T TR T TR

IVNIAI QQDNNPIASVSIAAKL NENKLVYEKRYKIENLSYLFDTPDFDYASMPKNPTGFKITRYSITEINJPTNRGDR 247
IVNIAT QQDNNPITASVSIAAKL NENKLVYEKRYKIMLSYLFDTPDFDYASMPKNPTGFKITRYSITEIEPTNRGDfS 247
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K non conserved
B similar
>507% conserved



