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NTDB id 30854 BPHYT RS02905 WP 012431659.1 MKASLQLRLSQHLALTPQLQQSIRLLQLSTLELQQEVAMAISQNPLLENEDDWIASPLRVAADGSLIAQAPNSS.......APPD 78
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTESPPPA 85
consensus !! !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !** !!!!! ! *!* ** !**!!!!* ! * ! ********!!
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NTDB id 30854 BPHYT RS02905 WP 012431659.1 QMGGNTSSSSSSERAENGEPQGVDEYNGLAGDGNGDASQWNLDDYGRSGNASDDDDLPPLQIHESSTSLRDHLMAQLRVTQAGQR 163
NTDB id 1425 RS RS02020 WP 011000369.1 ANGADHA.DTAEASYEN........GSDFDSDYGTERSDWSLDDFARKPQ.SDEDDRAPMQLREAEPTQREFLMEQLAPLKLSPR 160
consensus !* * * * !!******** ! * ! ! !!!**! ***!!*!! *!*!**! ** !**!! !! * *!
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NTDB id 30854 BPHYT RS02905 WP 012431659.1 DRALITFLIESLDDDGYLAATLEEVLADLPEELEVDLDEMNAALALLHSFDPAGVGARSASECLKLQLLRLDASPTRTLALDIVA 248
NTDB id 1425 RS RS02020 WP 011000369.1 DKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLD.SPAKPLALTIVN 244
consensus !**!* !!!!!!!!*!!! **!*!*!!!!! !!!!*!!!**!!! *!*!!!!!!*!!!!! !!! !!! !!!*!! **!!! !!
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NTDB id 30854 BPHYT RS02905 WP 012431659.1 HHLELLAARDFTRLRKHLKANDDDLRDAHILIRSLEPFPGAAYGKAEADYVVPDIMVRKTAQGWQAELNPEVVPKLRINHLYANI 333
NTDB id 1425 RS RS02020 WP 011000369.1 QHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDVMPRLRINDMYAQI 329
consensus *!!!!!!!!!*!!!*!*! ! *!* !! !!!!! !!!!*!*!*!!!!*!!!!**!!!!! !! ! !!!*!*!*!!!!**!!*!
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NTDB id 30854 BPHYT RS02905 WP 012431659.1 LRNNRGDPGSGSLRQQLQEARWLIKNIQQRFETILRVAQAIVERQKSFFVHGEIAMRPLVLREIADTLGLHESTVSRVTTGKYML 418
NTDB id 1425 RS RS02020 WP 011000369.1 LRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTLGLHESTISRVTTNKYMA 414
consensus !! !!**! * ! ! !!!!!!!!!!!!!!!*!!!!! !!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!*!!!!! !!!

logo TPFMGTFLEFLKYFFGSHVSTDETGGAASSTAIRAL IKQL IVGAEDNPKNSPLSDSR IAELLAGEQGFVVARRTVAKYREALKIPAVNLRKSL
NTDB id 30854 BPHYT RS02905 WP 012431659.1 TPFGTLEFKYFFGSHVSTDTGGAASSTAIRALIKQLIGAENPKSPLSDSRIAELLAEQGFVVARRTVAKYREALKIPAVNLRKSL 503
NTDB id 1425 RS RS02020 WP 011000369.1 TPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVARRTVAKYREALKIPAVNLRKSL 499
consensus !! !! ! !!!!!!!!!!*!!!!!!!!!!!!!!!!!*!!! !! !!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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