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NTDB id 30823 BAV RS16680 WP 012418986.1 REICVQHLSLLASGNLARLRDVLGVDEPTLRAAHSLIVRLEPRPGRAWTVPAAEYALPDVLVRKTRQGWQAVLNSAAMPRLQING 298
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NTDB id 30823 BAV RS16680 WP 012418986.1 VRKAQG 473
NTDB id 1425 RS RS02020 WP 011000369.1 LRKSL. 499
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