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NTDB id 30812 BAV RS02820 WP 041937488.1 MFSFFKKKTPPPAAPATPALPPEPVAQPAEPVSPPS...IAPAAPPVPAVAPEPPVAVPPAAAPPRPPVAAEPV..AVQTAAPAS 80
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQET....PALEEAQVQETAAKVESEVAQIVGNIKEDVESLAE.........SVKGRAESAVETVSGAVEQVKETV 72
consensus !!!!!**! *** ****!!!** *! *! *! ** ****** **!* *!********** **!** ! !*!**!! *
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NTDB id 30812 BAV RS02820 WP 041937488.1 PAMPAAPAPLVAEPV..AAEAVAALAPPSPPAAQAPAPAAPAPEVPAPEVPAPKKASWLSRLKQGLARTG....QSIGGIFVGVK 159
NTDB id 1118 NGFG RS11455 WP 003696286.1 AEMPSEAGEA.AERVESAKEAVAE...........TVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQ 145
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NTDB id 30812 BAV RS02820 WP 041937488.1 VDENLFEELESALIMADAGIEATDKLLTALRARVKKERIEDPAQVKAALRQLLADHLKPLERQFDLK.RAQPLVVMIAGVNGAGK 243
NTDB id 1118 NGFG RS11455 WP 003696286.1 IGEDLYEELETVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGK 230
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logo TTS IGKLAHKTYFQARQGAKSVLLAAGDTFRAAAREQLQVAEWGGSRNNVTVIASQDTGTGDPSAAVACFDAVNQAAGKRARAGAIDGI
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NTDB id 30812 BAV RS02820 WP 041937488.1 TTSIGKLAHTFQRQGASVLLAAGDTFRAAAREQLVEWGSRNNVTVIAQDGGDPAAVAFDAVNAGRARAAGVVMIDTAGRLPTQLH 328
NTDB id 1118 NGFG RS11455 WP 003696286.1 TTSIGKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLH 315
consensus !!!!!!!!* !! !! !!!!!!!!!!!!!!!!!! !! !!!!!!! ! !!*!!!*!!!!*!**!!* *!* !!!!!!!!!!!

logo LMEE I
LKKI

V
K
RRVI

L
G
QKADIAPAGAPHE I

V
I
L
L
VVI

LDAGNI
TGQNALVANQI

V
K
RAFDADAI

L
G
QLTGL IVVTKLDGTAKGGI

TLAALVAAGSQGSDVRPVPVRYW
YIGV

NTDB id 30812 BAV RS02820 WP 041937488.1 LMEELKKIRRVIGKADAAAPHEVLLVIDGNTGQNALAQIRAFDAAIQLTGLVVTKLDGTAKGGTLAAVAAGSQGVRPVPVYWIGV 413
NTDB id 1118 NGFG RS11455 WP 003696286.1 LMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALA....SDRPVPVRYIGV 396
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NTDB id 30812 BAV RS02820 WP 041937488.1 GEGLEDLQPFVAEEFASALLAD 435
NTDB id 1118 NGFG RS11455 WP 003696286.1 GEGIDDLRPFDARAFVDALLD. 417
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