
logo MAKVSEHKFIQYSTLDLPCDENE I
F
P
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K
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L
YFDKDINLQKDKPPKKLHYCYVKGDNTLKSLLDKTQPLDKVIA I IGTSRRPMNSTPVYSTKQNHCTVI

F
T
SLARSEMLAKKNNAGHNAILVCVIVSGGALGV

NTDB id 1210 C694 RS01710 WP 001862983.1 MKSHFQYSTLENIPKAFDILKDPPKKLYCVGDTKLLDTPLKVAIIGTRRPTPYSKQHTITLARELAKNGAVIVSGGALGV 80
NTDB id 307928 A2J15 RS03450 WP 066776851.1 MVSKI...LDCEFLEYFKNLQKPPKKLYYKGNLSLLKQ.DKIAIIGSRRMNVYTKNCVFSLASMLKNANICIVSGGALGV 76
NTDB id 1239 Cj0634 YP 002344063.1 MASEI...LPDEFLELFKDLKKPPKKLHYKGNLSLLKQ.DKIAIIGSRRMSVYTKNCVFSLASMLKNAHLCVVSGGALGV 76
consensus ! ! * * ***** !* !**!!!!!***!***!!** *!*!!!!*!!***!*!*****!!**!*** ***!!!!!!!!

logo DI ITAQSEMNAALMPKNTIMGLI SFPACNSGLGDFQIYPKRTNTNHEKVI IQKEQIAYEQNGAL IALSENYEKDNDFYLMVP I
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NTDB id 1210 C694 RS01710 WP 001862983.1 DIIAQENALPKTIMLSPCSLDFIYPTNNHKVIQEIAQNGLILSEYEKDFMPIKGSFLARNRLVIALSDVVIIPQADLKSG 160
NTDB id 307928 A2J15 RS03450 WP 066776851.1 DITASMAAMPNTIGIFANGLGQIYPKTNEKIIKQIYQNALALSENEDNYVPKNYDFLFRNRLIIALSKVVVIAQADIKSG 156
NTDB id 1239 Cj0634 YP 002344063.1 DITASMAAMPNTIGIFANGLDQIYPRTNEKIIKQIYENALALSEYEDDYLPKNYDFLLRNRLVIALSKAVVVAQADIKSG 156
consensus !!*!***!*!*!!******!**!!!**!*!*!**!**!*!*!!!*!****!****!! !!!!*!!!!**!***!!!*!!!

logo SMS
QSAKRLAQLKEYLQNKPLFYVLPQRLGHNESDMTAGTNELLLEKKEGNQKAQKGL ICFYNDFILKQRDENF IVDNSTELFLAKDYHLKEPS ILMDNPEMMNQEKQDEFLEYFCAKQKNGPVSYVEDEAYL

NTDB id 1210 C694 RS01710 WP 001862983.1 SMSSARLAQKYQKPLFVLPQRLNESDGTNELLEKGQAQGIFNIQNFINTLLKDYHLKEMPEMEDEFLEYCAKNPSYEEAY 240
NTDB id 307928 A2J15 RS03450 WP 066776851.1 SMQSARLALELNKPLYVLPQRLHESMGTNLLLKENKAKLIYDLRDFVDEFA......PLNMQKDEFLEFCQKGVSVDEAL 230
NTDB id 1239 Cj0634 YP 002344063.1 SMQSAKLALELNKPLYVLPQRLGESTATNLLLKENKAKLICDFKEFVSEFA......SIDMNQDEFLEFCKKGVSVDEAL 230
consensus !!*!!*!!****!!!*!!!!!! !! *!!*!!****!**!*****!* *** * ** !!!!!*! !**!**!!*
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FGDEQKLVLYQEYELLEGKIKSRI IEGNSHL IFVIVRLVALAK

NTDB id 1210 C694 RS01710 WP 001862983.1 LKFGDKLLEYELLGKIKRINHIVVLA. 266
NTDB id 307928 A2J15 RS03450 WP 066776851.1 KIFGEKVYQYELEGKISIESLFIRVLK 257
NTDB id 1239 Cj0634 YP 002344063.1 KIYGQKVYEYELEGKISIEGLFIRVLA 257
consensus ***!*!***!!!*!!!*** ******
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