
logo MKI FL IHLPTWLGDATVMASPSALYGTIKLENHFKDNAHQF I LYGSFAVSTALFKEFPNASKQI I I ENKRKLSTRYKQAL ISLRKNEQLGKIDLGSFIAS
NTDB id 307922 A2J15 RS01235 WP 066776437.1 MKILIHLPTWLGDAVMASSALYGILNHFKNAHFILYGSFASTALFKEFPNAQIIIENRKTRYKQALILRNQLGKIDLGIS 80
NTDB id 1241 Cj1148 YP 002344539.1 MKIFIHLPTWLGDTVMASPALYTIKEHFKDAQFILYGSFVSTALFKEFPNSKIIIENKLSRYKQALSLRKELGKIDLSFA 80
consensus !!! !!!!!!!!! !!!!*!!! ! !!! !*!!!!!!! !!!!!!!!!! !!!!!* *!!!!!! !! !!!!!!

logo FKRSAFSSKI I LHI FLKI
T
K
QQRFYFFDNKNYKFYKEEHQVLKYLYF I ENSLSCIKAIDHFSKDQLKQLPFKLKFSKQANPL IVLKRNGKKI LGLNPGA

NTDB id 307922 A2J15 RS01235 WP 066776437.1 FKSAFSSKIILHIFKIQQRFFFNKYKFKEEHQVLKYLYFIENSLSCKIDSKQLQLPFKLKSKAPLVLKNGKKILGLNPGA 160
NTDB id 1241 Cj1148 YP 002344539.1 FRSAFSSKIILHILKTKQRYFFDKNKYKEEHQVLKYLYFIENSLSIKAHFKDLKLPFKLKFQNPLILRNGKKILGLNPGA 160
consensus !*!!!!!!!!!!! ! !!*!! ! !*!!!!!!!!!!!!!!!!!!*! * ! ! !!!!!! !!*!*!!!!!!!!!!!!

logo

H
SFGSAKRWDANSYFAKTVALNFASKQSTHDE I L I FGAGKATEQELCDNEKIAYQS I LKQEKQSNIKVKNLCNKTSTIKRTLCQNIAFCDI

LF ITNDS
NTDB id 307922 A2J15 RS01235 WP 066776437.1 HFGSAKRWDANYFATVALNFAKTHEILIFGAGKTEQELCDKIASILQKSNIKVKNLCNKTSIKRLCQNIAFCDIFITNDS 240
NTDB id 1241 Cj1148 YP 002344539.1 SFGSAKRWDASYFAKVALNFSQSHDILIFGAGKAEQELCNEIYQILKEQNIKVKNLCNKTTIKTLCQNIAFCDLFITNDS 240
consensus *!!!!!!!!! !!! !!!!! *!*!!!!!!!! !!!!! ! !! !!!!!!!!!!!*!! !!!!!!!!!*!!!!!!

logo GPMHI
LSAAVYKI

VKTVAI FGPTKFTQTSPWQNENAKLVHLDNLADCMPCMQKI
TCPLKHHKCMKQDLKPEQKMVI EEQAVKKNL ILKS INFSHL

NTDB id 307922 A2J15 RS01235 WP 066776437.1 GPMHISAAYKIKTVAIFGPTKFTQTSPWQNENAKLVHLNLDCMPCMQKICPLKHHKCMQDLKPQMVIEEVKKLISIF.. 317
NTDB id 1241 Cj1148 YP 002344539.1 GPMHLSAVYKVKTVAIFGPTKFTQTSPWQNENAKLVHLDLACMPCMQKTCPLKHHKCMKDLKPEKVIEQAKNLLKNSHL 319
consensus !!!!*!! !!*!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !!!!!!! !!!!!!!!! !!!! !!! ! !* **
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