logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

370

307841 DNJ55 RS13355 WP 202995125.1

358
421
511
483
247
206
171
131

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

370

307841 DNJ55 RS13355 WP 202995125.1

358
421
511
483
247
206
171
131

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

370

307841 DNJ55 RS13355 WP 202995125.1

358
421
511
483
247
206
171
131

consensus

SMU RS04260 WP 002263294.1

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SMSK321 RS10730 WP 000668322.1
SM12261 RS00275 WP 000668315.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

SMU RS04260 WP 002263294.1

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SMSK321 RS10730 WP 000668322.1
SM12261 RS00275 WP 000668315.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

SMU RS04260 WP 002263294.1

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SMSK321 RS10730 WP 000668322.1
SM12261 RS00275 WP 000668315.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

v oo AR BADD VAGLA VECYY YL

MKQVIYVVLIVIAVNILLEITKRVTKRGGTVSSSNPLPDGQSKLIZWEA:AYKL VIZaRSY T RIDISEPIAVINASIYA K HYERIN (S il

SLRELARTTDCTTALCCVRAEEDETRATKAD TLFDLEDLTE A eCKLLAYYIVT s 1

HIADAY:

MLREL KTIWQNGTTALG Vj2ElAJ®Y GFETR IKADMTLEDMWDLT PF |YHV K4 LNHYYVVNGEI [
PLREAKTTRIDGTTALGLVKVAE[Y FFETRAGKADM LFDLJX PF AH LK GKLLHYYVVTGQDK|sl THIADPDP
HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDK[{SIHIADPDPG

HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG

HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG
HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG
HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG

HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG
* %k kK k % k s % ok %k ok % ok k * % * 5k %k ok %k %k ok ok ok % ok % ok % ok  k * s ok ok %k ok % ok %k k * k *

VLT RERFEE T APSTOMR e LS LR L IAMVATLLTY Y G Y

............................. MENKKlS LAS QMAEY.KGY_F.L AN SE T TEEP DREK EF TREM

VKLTKLPRERFINEEWTGVTLFMAPSPDYKPHK QKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY]
VKLTKLPRERFER\EEWTGVTLFMAPSPDYKPHK QKNGLLSFIPILVKQRGLIANIVLATLLVT INIVGSYYLQSIIDTY]

VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY]
VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY]
VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY]
VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY]

%k %k %k >k ok k * *k %k %k %k %k % * k% %k %k %k % %k %k sk %k >k %k k% %k >k ok sk k k * * * * k%

116

51

240
196
196
196
196
196
196
196



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

370

307841 DNJ55 RS13355 WP 202995125.1

358
421
511
483
247
206
171
131

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

370

307841 DNJ55 RS13355 WP 202995125.1

358
421
511
483
247
206
171
131

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

370

307841 DNJ55 RS13355 WP 202995125.1

358
421
511
483
247
206
171
131

consensus

SMU RS04260 WP 002263294.1

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SMSK321 RS10730 WP 000668322.1
SM12261 RS00275 WP 000668315.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

SMU RS04260 WP 002263294.1

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SMSK321 RS10730 WP 000668322.1
SM12261 RS00275 WP 000668315.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

SMU RS04260 WP 002263294.1

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SMSK321 RS10730 WP 000668322.1
SM12261 RS00275 WP 000668315.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

D ST LW OO AL CRLSIDVILSYRAFL” SEEATRRT VR

TKGLAGKIDLDK-E-TlA-FAGA-TAS-S THIEEFEQRERNET ADEENENEL KEE0EHES Qe THER Vil

il

BNOIISTLG I IGL IPYI QQ AJEYLLE\WVLSJARL\YIDVILSYIKH FINLPMSFFATRRTGEIJNSRFTDA
BGM  TLG ISIGL IVYILQQELSYAQEYLLLVLGQRLSIDVILSYIKHVFNLPMSFFATRRTGEIVSRFTDA
MROMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDA

BOMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDA

MNOMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDA

MNOMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDA

MNOMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDA
NOMRSTLGIISIGLVIVYIRQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDA
* % % * % ok * 5k ok kK K K K K * * % %k * % % *

LIFIDNSTYIsULE SULER,TLL . A0V AR RCFER o EALSSS

NéL RENIRS L ¥
VDEETQSFNQSENSEVA . . [ TIEECSEF MM IK TG AMA AT ARRS VFG FILE THMOK S QEL FEEKEQANLA . . .D-GY

MNALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSS
BNALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSS
MNALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSS
BNALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSS
BMALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSS

NALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSS

[IEDINAETY KOLTOESSRYQHINERY OVURKSFryspeeso o LI L ALV Dok S

lElVYSlHNVlSSYN.QQSKKQ.N.D.LFASMW.SQlFSG. IMMP.MQFIGNFGYlMlCIV-TlAI-DI-
TIEDING ETIJ

. Q

BDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLG
BDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLG
BDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLG
ADYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLG
BDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLG
BDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLG

* 5k ok ok ok ok ok ok ok ok ok ok ok ok ok o ok ok k ok ok * * ok % k * ok ok ok ok

131

316
272
272
272
272
272
272
272

206

390
346
346
346
346
346
346
346

282

466
422
422
422
422
422
422
422



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

370 SMU RS04260 WP 002263294.1
307841 DNJ55 RS13355 WP 202995125.1
358 SMU RS01425 WP 002263523.1

421 SGO RS10260 WP 012131060.1

511 SMSK321 RS10730 WP 000668322.1
483 SM12261 RS00275 WP 000668315.1
247 KZH43 RS00220 WP 000668290.1
206 SPD RS00235 WP 000668290.1

171 SPR RS00230 WP 000668290.1

131 SP RS00255 WP 000668284.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

370 SMU RS04260 WP 002263294.1
307841 DNJ55 RS13355 WP 202995125.1
358 SMU RS01425 WP 002263523.1

421 SGO RS10260 WP 012131060.1

511 SMSK321 RS10730 WP 000668322.1
483 SM12261 RS00275 WP 000668315.1
247 KZH43 RS00220 WP 000668290.1
206 SPD RS00235 WP 000668290.1

171 SPR RS00230 WP 000668290.1

131 SP RS00255 WP 000668284 .1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

370 SMU RS04260 WP 002263294.1
307841 DNJ55 RS13355 WP 202995125.1
358 SMU RS01425 WP 002263523.1

421 SGO RS10260 WP 012131060.1

511 SMSK321 RS10730 WP 000668322.1
483 SM12261 RS00275 WP 000668315.1
247 KZH43 RS00220 WP 000668290.1
206 SPD RS00235 WP 000668290.1

171 SPR RS00230 WP 000668290.1

131 SP RS00255 WP 000668284 .1

consensus

L TATLLAE TN AL QKL QALY VoS EERrveol S Yy vt )

FIDOAN

)

T-AlMlYlR T i A A G T QMRS ARV GElIFBF LDEEE I ERENEKK QlEKVE-VNlDFlGlS PDETHHD

QLIT NELLEIYF NP ENIINLQ KLQ ARVANWRLNEVYLVIXSEFERSEN B NSIEM)NGDIN Fl

* * * * % % * * sk %k ok %k ok %k ok %k ok K ok K ok K k % k K

I SRR ATTLAR P sl oMbl kLR L QG

IAININOIGNK  AMVClE G GKTT VNLL.R-VDRlM-D HONTREED DAFAM LEDT

* % kK ok % ok

AL

Q
PQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGA
PQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTIL NLLLGA
PQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGA
PQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGA
PQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGA
PQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGSVNLNQIDKKALRQYINYLSQQPYVFNGTILENLLLGA

* >k %k % %k % * % % * * %k k % % >k >k 5k >k %k %k % % % * % * * k% 1ok [ [

G TR el TR s AR O CHTS )L

AAAKAVG HFIKTLPKGﬂDTVL.DDSVT SPGQ QY gy ARALLIWDAP LILDEATSS
SGGQRQ IALARALLT [ LI DEATSJ] DILTE I
KEGT QEDI RAME AEIREDIENMPREYQTELHSDGAGISGGQ QRIALARALLTEAPVLILDEATSSLDILTEK I [
EGTTQEDILRAVELAEIRGDIERMPLNYQTEL DGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRI D
KEGTTQEDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAP LILDEATSSLDILTEKRIVD

VD

KEGTTQEDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVD
KEGTTQEDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVD
KEGTTQEDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVD
KEGTTQEDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVD
KEGTTQEDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVD

¥k Lk okk ok LH ok |k T | NN N NN

e

362

546
502
502
502
502
502
502
502

520
117
705
662
662
662
662
662
662
662



el o1 AR emreslog g uml e, Fltlls

NTDB id 370 SMU RS04260 WP 002263294.1 584
NTDB id 307841 DNJ55 RS13355 WP 202995125.1 171
NTDB id 358 SMU RS01425 WP 002263523.1 760
NTDB id 421 SGO RS10260 WP 012131060.1 .. 717
NTDB id 511 SMSK321 RS10730 WP 000668322.1 MADKTLIFIAHRLTIAERTEKVVVL QGKIVEEGKHADLLAQGGFYAHLVNS 717
NTDB id 483 SM12261 RS00275 WP 000668315.1 MADKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGJHADLLAQGGFYAHLVNS 717
NTDB id 247 KZH43 RS00220 WP 000668290.1 MRDKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
NTDB id 206 SPD RS00235 WP 000668290.1 MADKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
NTDB id 171 SPR RS00230 WP 000668290.1 MRDKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
NTDB id 131 SP RS00255 WP 000668284.1 MADKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
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