
logo MNQEQLMKKTKRI
VGAIY I

VRVSTEMRQQSTVEGYS IDGQINTQI EKEQFYCDQFHNGHFYDELVKVDIYADRGI SGKSMNRPAELQR I
MLKQDAKENGKYI

LDCVI
M

NTDB id 307790 DNI27 RS05300 WP 031912428.1 MNEMKKKRIGAYIRVSTER.QVEGYSIDGQITQIEQFCQFNGYDLVDIYADRGISGKSMNRPALQRMLQDAKNGKLDCVI 79
NTDB id 11 SA RS00430 WP 001186602.1 MQQLKTKRVGIYVRVSTEMQSTEGYSIDGQINQIKEYCDFHHFEVKDIYADRGISGKSMNRPELQRILKDAKEGYIDCVM 80
consensus !* *! !!*! !*!!!!! * !!!!!!!!! !! *! !***** !!!!!!!!!!!!!!!! !!!*! !!! ! *!!!*

logo VYKI
TNRLARNTSDLLKTIVEDELHKRQNVEFFSLSERMEVKNNTSSTGKLLMLNQI LASFSEFERNNTI LVENI

V
F
Y
M
TGQHTQRRALQEGYYQGN

NTDB id 307790 DNI27 RS05300 WP 031912428.1 VYKINRLARNTSDLLTIVEELHRQNVEFFSLSERMEVKNSTGKLLLNILASFSEFERNTILENIYTGQHQRALEGYYQGN 159
NTDB id 11 SA RS00430 WP 001186602.1 VYKTNRLARNTSDLLKIVEDLHKQNVEFFSLSERMEVNTSSGKLMLQILASFSEFERNNIVENVFMGQTRRAQEGYYQGN 160
consensus !!! !!!!!!!!!!! !!!*!!*!!!!!!!!!!!!!! !*!!!*!*!!!!!!!!!!! !*!!** !!* !! !!!!!!!

logo LPLGYDNKNIPDNNSKHKDELMINQHEANIVKYI FESYAKGHGYRKIANALNHKGYVTKKGKNPFS I SAS IVTYI LASNPFYIGKIQFAK
NTDB id 307790 DNI27 RS05300 WP 031912428.1 LPLGYNNIPDNKKDLMINQHEANIVKYIFESYAKGHGYRKIANALNHKGYVTKKGNPFSISAVTYILSNPFYIGKIQFAK 239
NTDB id 11 SA RS00430 WP 001186602.1 LPLGYDKIPNSKHELMINQHEANIVKYIFESYAKGHGYRKIANALNHKGYVTKKGKPFSISSITYILANPFYIGKIQFAK 240
consensus !!!!! !! !**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!! *!!!! !!!!!!!!!!!!

logo YKDWNSDEKRRKGLNDKPVIAEGKHSTP I INSQDSLWDKVQAMRKKQVSEQKPQVHGKGTNI
LLTGI

L IHSCPQCGSAPSMASASNTTTVNTLKD
NTDB id 307790 DNI27 RS05300 WP 031912428.1 YKDWNDKRRKGLNDKPVIAEGKHTPIISQSLWDKVQARKKQVSEKPQVHGKGTNILTGLISCPQCSASMSASTTVNTLKD 319
NTDB id 11 SA RS00430 WP 001186602.1 YKDWSEKRRKGLNDKPVIAEGKHSPIINQDLWDKVQMRKKQVSQKPQVHGKGTNLLTGIIHCPQCGAPMAASNTTNTLKD 320
consensus !!!! *!!!!!!!!!!!!!!!!!*!!! ! !!!!!! !!!!!! !!!!!!!!!!*!!!*!*!!!! !*! !! ! !!!!!

logo GTKKR IRYYSCSNFRNKGSKVCSANSVRADVI EDKYVMDKQI LE IVKSDKVIKQQRVVETHRVNQEHNQI
VDGTASALHNHDIAYKQQQYD

NTDB id 307790 DNI27 RS05300 WP 031912428.1 GTKKRIRYYSCSNFRNKGSKVCSANSVRADVIEKYVMDQILEIVKSDKVIKQVVERVNQEHQIDTSALNHDIAYKQQQYD 399
NTDB id 11 SA RS00430 WP 001186602.1 GTKKRIRYYSCSNFRNKGSKVCSANSVRADVIEDYVMKQILEIVKSDKVIQRVVTHVNQENQVDGAALHHDIAYKQQQYD 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!!!!!!!!!!! !! *!!!!*!*! !!*!!!!!!!!!!!

logo EVQIKLDNNL IKTI
LEDNPDLTSVI

L
K
R
N
P
S
TIHQKQYEKQLNDITNQINQLKNQQQNSAEDPKPTI

L
F
YDAKNE IASKTI

LLQRHI FHKDNI EKHTI
M
D
EKASQRLK

NTDB id 307790 DNI27 RS05300 WP 031912428.1 EVQIKLDNLIKTLEDNPDLTSVLKNTIHQYEKQLNDITNQINQLKQQQSAPKTIYDANEIATILRHIFKNIETMDKAQLK 479
NTDB id 11 SA RS00430 WP 001186602.1 EVQIKLNNLIKTIEDNPDLTSVIRPSIQKYEKQLNDITNQINQLKNQQNEDKPLFDAKEISKLLQHIFHDIKHIEKSRLK 480
consensus !!!!!! !!!!!*!!!!!!!!!****!* !!!!!!!!!!!!!!!!*!! *!***!! !! *! !!!* ! ***! !!

logo ALYLSTVIDHR IDIKRKDEGHNHKKQFYVTLKLNHNE I IKQLFHNNKTPQLDEVHQLSTSSLFLLPSQTLYLPTI S
NTDB id 307790 DNI27 RS05300 WP 031912428.1 ALYLTVIDHIDIRKDEHHKKQFYVTLKLNHEIIKQLFHNTPLDEVQLSTSSLLLSQTLYLPIS 542
NTDB id 11 SA RS00430 WP 001186602.1 ALYLSVIDRIDIKKDGNHKKQFYVTLKLNNEIIKQLFNNKQLDEVHLSTSSLFLPQTLYLTI. 542
consensus !!!!*!!!*!!!*!! *!!!!!!!!!!!!*!!!!!!!*! *!!!!*!!!!!! !*!!!!!*!*



X non conserved

X similar

X ≥ 50% conserved


