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NTDB id 36 MW RS08230 WP 001793467.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENKDNA..LKQSTSE...NSSLSKVEDVQVKD 75
NTDB id 613 LCA RS05340 WP 231952379.1 .MMWQDYWQRYRRF...W..WVPCLVLLGIIAGG.FYWHQSQQKQKVTQNE...QLLATSASKT.........KPATKKT 61
NTDB id 300 STER RS07485 WP 011681496.1 ..MKEKILAYVKDN...R..LFVSVIAVLMVIFCFFLWMTCGAGNSMEAETSYTDVTALSTSSSKQSSQSLSEASSQSKT 73
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ...MESIIEKIKEY...K..IIVICTGLGLLVGGFFLLKPAPHTPV...KETNLQAEVVAISK.....DSSTEKDVKKEE 64
NTDB id 493 SM12261 RS04300 WP 000387351.1 ...MEAIIEKIKEY...K..IIVICTGLGLLVGGFFLLKPAPQTPV...KETNLQAEVVAVSK.....DSVSEKEVKKEE 64
NTDB id 153 SP RS04730 WP 000387344.1 ...MEAIIEKIKEY...K..IIVICTGLGLLVGGFFLLKPAPQTPV...KETNLQAEVAAVSK.....DSSTEKEVKKEE 64
NTDB id 263 KZH43 RS04195 WP 000387330.1 ...MEAIIEKIKEY...K..IIVICTGLGLLVGGFFLLKPAPQTPV...KETNLQAEVAAVSK.....DLVSEKEVNKEE 64
NTDB id 222 SPD RS04535 WP 000387330.1 ...MEAIIEKIKEY...K..IIVICTGLGLLVGGFFLLKPAPQTPV...KETNLQAEVAAVSK.....DLVSEKEVNKEE 64
NTDB id 188 SPR RS04295 WP 000387330.1 ...MEAIIEKIKEY...K..IIVICTGLGLLVGGFFLLKPAPQTPV...KETNLQAEVAAVSK.....DLVSEKEVNKEE 64
NTDB id 307363 L3107 RS08935 WP 231097919.1 ................................MEFLYIFTNSPKQA...EN..LSVENLSSSS.....TKS..SVSKFNS 36
NTDB id 595 KW2 RS08725 WP 021037687.1 ...MEKILDKLKEY...W..KIMLLVVCALIAGGIFYIFTNSPKPA...ET..LSVENLSSSS.....TKS..SVSKFNS 60
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NTDB id 36 MW RS08230 WP 001793467.1 GDNSKNKGPVYVDVKGAVKHPNVYKMTSK.DRVVDLLDKAQ.LLEDADVSQINLSEKLTDQKMIFIPHKGQKNVEPQIGV 153
NTDB id 613 LCA RS05340 WP 231952379.1 HQAATKKKGGFVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQ 141
NTDB id 300 STER RS07485 WP 011681496.1 EGSEKVKSKVTVDVKGAVVNPGVYTLKAG.ARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVLDQTG 152
NTDB id 521 SMSK321 RS04960 WP 000443804.1 KEEPVEQDLITVDVKGAVKSPGIYDLSVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQHTGS 143
NTDB id 493 SM12261 RS04300 WP 000387351.1 KEEPLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQQAGP 143
NTDB id 153 SP RS04730 WP 000387344.1 KEEPLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGS 143
NTDB id 263 KZH43 RS04195 WP 000387330.1 KEEPLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGL 143
NTDB id 222 SPD RS04535 WP 000387330.1 KEEPLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGL 143
NTDB id 188 SPR RS04295 WP 000387330.1 KEEPLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGL 143
NTDB id 307363 L3107 RS08935 WP 231097919.1 S.SEKNKNEIMVDLKGAVAKPNVYQISSD.ERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKLGESSSSESTDS 114
NTDB id 595 KW2 RS08725 WP 021037687.1 SSSEKNKNEIMVDLKGAVAKPNVYQISSD.ERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSESTDS 139
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NTDB id 36 MW RS08230 WP 001793467.1 N..................SVHVKNGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFG 215
NTDB id 613 LCA RS05340 WP 231952379.1 APQQIATTSERTQEQASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIG 221
NTDB id 300 STER RS07485 WP 011681496.1 T...............GQVSDKGGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSGIG 217
NTDB id 521 SMSK321 RS04960 WP 000443804.1 G...............APS......STSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 202
NTDB id 493 SM12261 RS04300 WP 000387351.1 G...............TAS......STSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 202
NTDB id 153 SP RS04730 WP 000387344.1 G...............TAS......STSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 202
NTDB id 263 KZH43 RS04195 WP 000387330.1 G...............TAS......SISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 202
NTDB id 222 SPD RS04535 WP 000387330.1 G...............TAS......SISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 202
NTDB id 188 SPR RS04295 WP 000387330.1 G...............TAS......SISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 202
NTDB id 307363 L3107 RS08935 WP 231097919.1 P...............ISSSVSNQVSTTSGPKININKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFG 179
NTDB id 595 KW2 RS08725 WP 021037687.1 P...............TGSSVSNQISTTSGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFG 204
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NTDB id 36 MW RS08230 WP 001793467.1 SKTFDKLKSYFTI. 228
NTDB id 613 LCA RS05340 WP 231952379.1 PKTFEQLQSQICVN 235
NTDB id 300 STER RS07485 WP 011681496.1 DKTLDKIRESLYVA 231
NTDB id 521 SMSK321 RS04960 WP 000443804.1 AKTIEKLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 AKTIEKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 GKTIEKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 GKTIEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 GKTIEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 GKTIEKLKDYVTVD 216
NTDB id 307363 L3107 RS08935 WP 231097919.1 DKTLEKLKDEISID 193
NTDB id 595 KW2 RS08725 WP 021037687.1 DKTLEKLKDEISID 218
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X ≥ 50% conserved


