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NTDB id 307147 DXX82 RS08005 WP 049366101.1 MIMKKGMVTLTALILLSGLLALILLFDEQIFAFFRAQMSQRKYYVEQGLALQKISQQQQKHICQNLPLNGAEKVKQVFFE 80
NTDB id 1352 HI 0940 AAC22604.1 MTIQKGIITLTILIFISGLLTAFLLLDDSHLSFFRAQQNQRKHYVERTLQLQKMTATKKQTACLDLPLNNNESVKQISIA 80
consensus ! * !!**!!! !! *!!!! !! !* * !!!!! !!!*!!! ! !!!** * ! !!!! ! !!!*

logo

L
S
E
NGASETDAKI

V
A
QYFSLVWCEKRAMESLFKKSPKTKGDINEQGNAMLKRDF IVSTDSEKLQADYFQRPHFSVKSPVDPRTI

TLNTANQKMTLPKQLVYWFI STDQNSQAELVE I
V
K
NGNTV

NTDB id 307147 DXX82 RS08005 WP 049366101.1 SNGAEDKVAYSVWCKRAELFKKSPTKGINENMLRDFISSEKQADFQPHFVKVDTTLTAQKTLQVYWITQNQ..LEVKGNV 158
NTDB id 1352 HI 0940 AAC22604.1 LEGSTDAIQYFLWCERMSLFKKSPKKGDNQGALKDFVTDEKLAYFRPHFSSPPRILNANKMPKLYWFSDSQAEVEINGTV 160
consensus ! ! * ! *!! ! !!!!!! !! ! !*!!** !! ! ! !!! ** ! !*! * *!! * !***!* ! !

logo SAGI
VL ILAEGDLKTLTGKGR I SGAVITGSGNSLKTLEDEGVTLVAYGKAKTVVTVAKLVQEQYSQWQRLAVDEKSWSDFLNSAVQDEQSE

NTDB id 307147 DXX82 RS08005 WP 049366101.1 SGILLAEGDLTLTGKGRISGAVITGGSLKLEEGVTVAYGKAVVTKLVQEYSQWRLVDKSWSDLSAQDQSE 228
NTDB id 1352 HI 0940 AAC22604.1 SAVLIAEGDLKLTGKGRISGAVITSGNLTL.DGVTLAYGKKTVVALVQQYSQWQLAEKSWSDFNVQDE.. 227
consensus !**!*!!!!! !!!!!!!!!!!!! ! ! !**!!!*!!!! ! !!! !!!! ! *!!!!! !! **

X non conserved

X similar

X ≥ 50% conserved


