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TQQTQNQHRLML
MLHQLKLQATELQRTI

LQL IGKDLRRLVGFRAALNAQKL ITEDSN
NTDB id 307146 DXX82 RS08000 WP 049366102.1 MYKMKPLKGETLVSLLISLGLSALLLLLVAQFYAQTQQQNQRLMLQLKLQTELQRTIQLIGKDLRRVGFRAANQKLIEDN 80
NTDB id 1351 HI 0939 AAC22603.1 .MMKVLLKGQTLLALMISLSLSSLLLLSISHFYVQIQTQNQHMLLHLKLQAELQRTLQLIGKDLRRLGFRALNAKLTESN 79
consensus * *!!! !!* !*!!! !! !!!! * *!! ! ! !!!***!*!!!! !!!!!*!!!!!!!!!*!!!! ! !! ! !

logo LASLFELDENQGTAI FTIASQAEDNAPPSNSCVLFFYDLNKSNGC IGEKGKSYPTKKNTCMVKNGKGVKNTVASKNS ISETEKELFGYKLVNSDNKMIEKTKLQTYKQ
NTDB id 307146 DXX82 RS08000 WP 049366102.1 LALFELDENGTAITIAQADNAPSNSCVLFFYDLNSNGCIGEKYTKNTCVNGVKNVAKNIEKELFGYKLNDKMIETKQTYK 160
NTDB id 1351 HI 0939 AAC22603.1 LSLFELDEQGTAIFISQEDNAPPNSCVLFFYDLNKNGCIGKGSP.KTCMKKGKNTSKSSTEELFGYKVSNKMIKTKLTYQ 158
consensus ! !!!!!!*!!!! ! ! !!!!*!!!!!!!!!!! !!!!! ** !!* !! ! !!!!!!* !!! !! !!
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LE IKLAKGNLAKQTHTKPHNIQSYETSLVVPVLLWNQEK
NTDB id 307146 DXX82 RS08000 WP 049366102.1 NSVNADCRSEECQRALAQSTCNAGGGWTDLLDEKEFEISQLRFDWLKAGKGIEIKLAGNLATHKHIQYETSLVVPLLNQE 240
NTDB id 1351 HI 0939 AAC22603.1 SVIPTNCTAETCKRAFQQTACNAGGGWADLLDNNEYEITRLQFNWLIEGKGLEIKLKGNLKQTPNISYETSLVVVLWNQK 238
consensus ** ! ! ! !! !* !!!!!!! !!!! !*!!* ! ! !! !!!*!!!! !!! ***! !!!!!!!*! !!
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