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NTDB id 307126 DXX82 RS04140 WP 005695053.1 MKILTIPNDNIIRVCNLLNQLIGDVTSKNLFTGYGLFHKDKDMFAVWINNKVYLRAKGELSVKLKGLGCKAFATNELNKR 80
NTDB id 1375 HI 0601 AAC22258.1 ...MNIKDEHIDSVCSLLDQLVGNVSFKNLFTGYGLFHKEETMFAIWQNKKLYLRGEGVLAIQLTKLGCEPFTTNELNKR 77
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NTDB id 307126 DXX82 RS04140 WP 005695053.1 FVLSDYYALTESILKDNVLMRTLIILSITQIRKEKLESALSKIGRIRDLPNLSIKYERALKKVGIDNVDILRQIGAENAI 160
NTDB id 1375 HI 0601 AAC22258.1 FVLSQYYALSDQILRSNRLCRKLIILSIKQILEQKLECTLRKLNRLKDLPNLTIKHERALIKVGITNVAMLREIGAENAL 157
consensus !!!! !!!!** !!* ! !*! !!!!!! !! !!!* ! !* !**!!!!!*!!*!!!! !!!! !! *!! !!!!!!*
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NTDB id 307126 DXX82 RS04140 WP 005695053.1 VRLKKADIGATEAFYWRLRGALENRNCEFYTEKEKEKGLNKLNEILSANGFRRCKRTLKKVE 222
NTDB id 1375 HI 0601 AAC22258.1 VELKKSGSGATLDFYWKLVCALQNKNSQMLSQAEKERLLKKLNEVWRKNGLKGYRKLDDE.. 217
consensus ! !!! !!! !!!*! *!! !*!* * !!!* ! !!!!* !! * *** **
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