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NTDB id 1169 A1552VC RS11075 WP 000648511.1 ........... MKATQTLPEKNMRMKEMN S N[EKIA . l
NTDB id 1402 DSB67 RS12670 WP 010643257.1  ............ MKTIJPQEKNMRMK NSSK.TS
NTDB id 1112 NGFG RS09215 WP 003689811.1  ...... MAKNGGFSLFIMKKEKRIAT RHSASDJIL
NTDB id 1113 AAA85695.1 219..1451(C ) ...... MAKNGGFSLFAKKEKRIAT RHSASDL
NTDB id 1198 PSJM300 03950 AFN76868.1  ............ MAQKINIKNSVIIT QejA)Y .
NTDB id 1016 ACIAD RS01680 WP 004920476.1  ........... MAAKKTQVMP VIgA KI.
NTDB id 1059 ABD1 RS01610 WP 000279215.1  ........... MAVKKQM PTIGA KEVIN.
NTDB id 307028 LA0O8 RS08145 WP 011408067.1 MSVARSAIKKQPVDRNTSMBQTIAI R{EVIN.
NTDB id 1252 GC085 RS07730 WP 011213805.1  ............ MDKN.PP LT)yH AQ.
consensus * ok
I TFTRLAT ey #VQAE Vel
4= LU ENEE
NTDB id 1169 A1552VC RS11075 WP 000648511.1 KDEMEEL i8N NN
NTDB id 1402 DSB67 RS12670 WP 010643257.1 FTRQ ATM I\ | GE[8]S GI
NTDB id 1112 NGFG RS09215 WP 003689811.1 FTRQL TM KAG PL QAFEIVA INS RINF SNHIZKVAZDR FRAQNRYA A
NTDB id 1113 AAA85695.1 219..1451( ) FTRQL TM AG PL QAFEIVA INS RINF SNHIZKVA2/R FRAGRRYA A
NTDB id 1198 PSJM300 03950 AFN76868.1 I\ FTRQ ATM KAGVPL Q F I
NTDB id 1016 ACIAD RS01680 WP 004920476.1 I\ FTRQLATM KAGVPLVQAFEIVAEGIRXNPIM
NTDB id 1059 ABD1 RS01610 WP 000279215.1 FTRQLATM KAGVPLVQ FEIVAEG|R2NPIM
NTDB id 307028 LA0O8 RS08145 WP 011408067.1 IF RQ ATM K GVP V EI EGHISNPRIM
NTDB id 1252 GC085 RS07730 WP 011213805.1 J\DIT F RQLATM
consensus 1ok [NEE NN ok ] skok ok ok
Y WAL Rt L ETQ. o S
\.ELLQ A YKEK g lr K L V1K Lnéix ¢E STKB! ‘QN BLUBFVB)
NTDB id 1169 A1552VC RS11075 WP 000648511.1 |HP ENIE AR AR Q
NTDB id 1402 DSB67 RS12670 WP 010643257.1 LJ8 I R ATY EK
NTDB id 1112 NGFG RS09215 WP 003689811.1 LD AMYKEK
NTDB id 1113 AAA85695.1 219..1451( ) LD AMYKEK
NTDB id 1198 PSJM300 03950 AFN76868.1 LDRVATYKEK
NTDB id 1016 ACIAD RS01680 WP 004920476.1 LDRVAWMYKEK
NTDB id 1059 ABD1 RS01610 WP 000279215.1 LDRVAMYKEK
NTDB id 307028 LA0O8 RS08145 WP 011408067.1 IL, VATYKEELKKIKKALYPV
NTDB id 1252 GC085 RS07730 WP 011213805.1 LD VATYKEKMEN KISKIKKALJNYPIWAV
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NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1402 DSB67 RS12670 WP 010643257.1
NTDB id 1112 NGFG RS09215 WP 003689811.1 MK WWTIAR RTWNATIMFAAGVPLVDELMSTAGARGN
NTDB id 1113 AAA85695.1 219..1451( ) ﬂ MK GNTAR RTENATIMFAAGVPLVDWLMSTAGAFGN
NTDB id 1198 PSJM300 03950 AFN76868.1
NTDB id 1016 ACIAD RS01680 WP 004920476.1 MKANIAR B RTLATTFAAGVPL DALSTAGATN Y
NTDB id 1059 ABD1 RS01610 WP 000279215.1 l l l MKANIAR BRTLATTFAAGVPL DALJMSTAGATRIN
NTDB id 307028 LAO8 RS08145 WP 011408067.1 HNSAINNAS RTATFAGVPLV ALAGATGN Y
NTDB id 1252 GC085 RS07730 WP 011213805.1 IXKAINTARF RTL WMTFAAG PLV ALAGATGN
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 QMVIUIIGEESG[8LD
NTDB id 1402 DSB67 RS12670 WP 010643257.1 QMVNIIGEESGLD
NTDB id 1112 NGFG RS09215 WP 003689811.1 QMY IGEESG LD
NTDB id 1113 AAA85695.1 219..1451( ) QM§ IGEESG LD
NTDB id 1198 PSJM300 03950 AFN76868.1 QMIWAIGEESGALD YE EVDNEVD MEP IMW LG
NTDB id 1016 ACIAD RS01680 WP 004920476.1 R[IMMAAMRY NBRIFPEIIMIY QMVAIGEESGALD YEEVDAVD MEPLIMINILG
NTDB id 1059 ABD1 RS01610 WP 000279215.1 (R[NAIA A MR} WRIFPRIMEY QMVAIGEESGALDSMLIJKVA§Y YEINEVDNAVD MEPLIMINILG
NTDB id 307028 LAO8 RS08145 WP 011408067.1 QMAIGEE GALDIWMLIFKVAIY E EV NAVD
NTDB id 1252 GC085 RS07730 WP 011213805.1 QQFIENH FPIIM QMVAIGEESGAL MMLEJKVAPB YE EV NAVD
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 VGGLV AMYLPIF . 408
NTDB id 1402 DSB67 RS12670 WP 010643257.1 VGGLVIAMYLPIF . 407
NTDB id 1112 NGFG RS09215 WP 003689811.1 GL AMYLP F . 410
NTDB id 1113 AAA85695.1 219..1451( ) G@L AMYLP F 410
NTDB id 1198 PSJM300 03950 AFN76868.1 VGGL AMYLPIF .. 405
NTDB id 1016 ACIAD RS01680 WP 004920476.1 VGGLV AMYLPIF .. 408
NTDB id 1059 ABD1 RS01610 WP 000279215.1 VGGLV AMYLPIF .. 408
NTDB id 307028 LAO8 RS08145 WP 011408067.1 VGG V . 419
NTDB id 1252 GC085 RS07730 WP 011213805.1 VGGLV .. 406
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