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NTDB id 30702 LAF RS04235 WP 012391093.1 MIITIITFIIVFGILVLVHEFGHYYFAKRAGILVREFSIGMGPKVWWRR.SNGTTYTIRILPLGGYVRLAGTDEDEDELRPGTPV 84
NTDB id 323 STU RS10650 WP 011225396.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPA 84
NTDB id 291 STER RS01205 WP 011680685.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPA 84
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NTDB id 30702 LAF RS04235 WP 012391093.1 TLQTNEEGKVTLINASEKETLLEGIPLRIVDSDLEDKLIISGYENDDEETVKTYPVDHDATIVERDGTEVRIAPKDVQFQSASLP 169
NTDB id 323 STU RS10650 WP 011225396.1 SLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLG...ETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIW 166
NTDB id 291 STER RS01205 WP 011680685.1 SLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLG...ETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIW 166
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NTDB id 30702 LAF RS04235 WP 012391093.1 ARMMTNFAGPMNNFILSLLVFIILGFTLSGIPTNSNVLGGVTKDSVAAKAGLVSGDKITRVATTKVSTWNDISQAISPNPGK... 251
NTDB id 323 STU RS10650 WP 011225396.1 GRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSK 251
NTDB id 291 STER RS01205 WP 011680685.1 GRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSK 251
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NTDB id 30702 LAF RS04235 WP 012391093.1 ..KLAVTYQRDGKTYHTTVTPKATKQGSQTVGMIGIREEEKFDPVARINYGWRQFITAGTLIFAVLGHMITHGFSLNDLGGPVAI 334
NTDB id 323 STU RS10650 WP 011225396.1 GDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPV...LKTGLKDKIFGGFQMAWEGATAILATLK.GLITNFSLNKLGGPVAM 332
NTDB id 291 STER RS01205 WP 011680685.1 GDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPV...LKTGLKDKIFGGFQMAWEGATAILATLK.GLITNFSLNKLGGPVAM 332
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NTDB id 30702 LAF RS04235 WP 012391093.1 YAGTSQATSLGINGILAFLAMLSINLGIVNLIPIPALDGGKLLLNIVEGIIRRPIPEKVEGILNLAGFAILMILMVLVTYNDIQR 419
NTDB id 323 STU RS10650 WP 011225396.1 FQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMR 417
NTDB id 291 STER RS01205 WP 011680685.1 FQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMR 417
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NTDB id 30702 LAF RS04235 WP 012391093.1 YFIH 423
NTDB id 323 STU RS10650 WP 011225396.1 AFF. 420
NTDB id 291 STER RS01205 WP 011680685.1 AFF. 420
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