logo

NTDB id 30664 SPCG RS13935 WP 000601687.

NTDB id 369 SMU RS04255 WP 002263293.1
consensus

logo

NTDB id 30664 SPCG RS13935 WP 000601687.

NTDB id 369 SMU RS04255 WP 002263293.1
consensus

logo

NTDB id 30664 SPCG RS13935 WP 000601687 .

NTDB id 369 SMU RS04255 WP 002263293.1
consensus

logo

NTDB id 30664 SPCG RS13935 WP 000601687 .

NTDB id 369 SMU RS04255 WP 002263293.1
consensus

logo

NTDB id 30664 SPCG RS13935 WP 000601687 .

NTDB id 369 SMU RS04255 WP 002263293.1
consensus

logo

NTDB id 30664 SPCG RS13935 WP 000601687.

NTDB id 369 SMU RS04255 WP 002263293.1
consensus

logo

NTDB id 30664 SPCG RS13935 WP 000601687 .

NTDB id 369 SMU RS04255 WP 002263293.1
consensus

1

1

1

1

1

emmoeser LT B Wﬂ W EQTS Wx b SF

AILFTCF WY SICITRLLE [WGTIER P MTMGMP
STAFICL 2 SHITRLLY RCTRIE iplp sl I
Pkl 1L L1 % *xk Lkl Lk k]

ARt 5[[ B0l

T RLRSDIFNRV DYSNWEIKKFSIPSLLEWIRTTND TQ Q QVVTYGPIMA WA [KI)®
T RLRSDIFNRV DYSEAEIKKFSIPSLLTRTTND TQ Q G QVVT GPIMA WA WKIN

[ I*l*

\/t i Q‘MH DR VRV\/RAYNAEDYQHEKFKRVN L VNR{ X&LN panh

*
VLMY AFP QKW G INLNSHMTRESLTG RVVRAYNAEDYQIWAKFEVRUNIIAL T LNLFVNRLMA NP MMG SSGL A
VLM AFP QRQ INLNSWTRESLTG RVVRAYNAEDYQDENKF KRENKNLT LNLLVYRLMS NP MTV SSGL A

Poxl bl kb xl ! ' trrorrrrrbrxrbrrrrrrrrnd [ INE SN PED sk Pxl LENEREL

W Al PAE) EA
LTNUAR TP TSVTAAKCATARNTPLT U | QVWEF VATEITLPRALVSAKRINEVLALNSSVHFKEY

IYWIGAY N IR |3 FSDM VENISY AN

IYWIGAY IKAD FSDM VFRISYAMQVVVGFMMMVATIFIILPRALVSAKRINEVLALNSSVHFKEY

Prrrrbxxl| 3k 3k 5k 3k %k %k 5k %k %k %k k k k Pkskx 111 x| D111 skosk sk sk sk 3k ok 3k >k 5k 3k 5k 3k >k 5k >k 5k 3k 5k 3k >k 5k 3k >k 3k >k 5k 3k >k 3k >k 5k 3k 5k 3k Xk 5k %k X % X

Sk ok ok ok sk ok ok ok ok kokkokok | ok ||

h

55 v A\/L h

SKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPRFYDATEGWIKIDGIKVQDYSHDDLN

3k 3k 3k 5k 5k Xk >k >k >k 3k 5k 5k 5k >k X %k >k %k %k 5k 5k >k Xk %k >k >k >k 3k >k >k >k % %k %k >k >k 3k 5k > > % >k >k >k 3k %k >k > > %k >k >k 3k 3k 3k > > % %k >k >k %k 3 > > > % >k > %k % % > > % % %k > >k % % % % * %

NKVGY I PQRAVLFSCTTRSNTAFCQSDQAP LDDAK I WEALELAQAKNFVEEKEKCLDTEVAQUGTNFSCCQKQRLAT ARALARK

NKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKGLDTEVAQGGTNFSGGQKQRLATIARALARKP)
sk ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok K K K K K K ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok >k ok >k >k k

EILTFDDSFSALDYKTOR | LRNDLAKKTKE' TKL IVAGRISTI" DADR ILVLDQ-KWCQUTHKELLANNDIYQE | AYSQLSKEE

EILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHILVLDQGKVVGQGTHKELLANNDIYQETAYSQLSKEE

3k 3k 3k 3 3 X % >k 3k %k %k 3k 3k >k X %k %k 3k 3k 3k 3k 5 X Xk %k >k %k 3k 3k 3 3k % % %k %k %k 3k 3 3 % X %k > >k 3k 3k > 3 % % %k %k & %k 3 3 > X %k > > % 3 3 > > X > % % % % 3 3 % X % % % % % % X% X X

156
170

241
255

273
340

273
425

273
510

273
595



LENCK

NTDB id 30664 SPCG RS13935 WP 000601687.1 ..... 273
NTDB id 369 SMU RS04255 WP 002263293.1 LENGK 600
consensus * ok ok ok ok

non conserved
B similar
> 50% conserved



