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NTDB id 600 KW2 RS01765 WP 011675413.1 GSTKIEEGS. KVVKNKVAPPF IM GEGISGEL N 312
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NTDB id 408 SMU RS09530 WP 002262392.1 IIGNTQIKGTG. KVVKNKVAPPF IYGEGIS K 311
NTDB id 115 BSU 16940 NP 389576.2 BRAEQLKQGN. . ... KVVKNKVAPPF IMYGEGIS D 292
NTDB id 625 LCA RS02525 WP 011374196.1 IRIAETIKNGT. .. .. KVVKNKVAPPF IMYG GIS D 294
NTDB id 1313 DR RS12030 WP 010888966.1 R .PTKVGNDA KPVKNKVARPFE 70N Y GISGIEpIN] ' L (¢ 307
NTDB id 1245 Cj1673c YP 002345041.1 R .L.KQNEEP KVVKNKVAPPF M GEG S RGEL [|DN{ 294
NTDB id 1211 C694 RS00795 WP 000963128.1 R .L.KQNEQH INKVVKNKVAPPF IM GEGIS [XGE DAY 296
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R ....L.KQNEQH INKVVKNKVAPPF IM GEGIS RGE [DN{ 296
NTDB id 1334 RAOC RS04870 WP 004918236.1 IMRISLSDTGKIKDKSGEV KVVKNKVAPPF IMYGEG S UGE | 307
NTDB id 1130 NGFG RS03960 WP 003688695.1 RTGS. ...I.KKGEEV KV KNKVAPPF IIMYGEGIS|IAGEL ) 294
NTDB id 1124 NGFG RS03960 WP 003688695.1 R .. I.KKG KV KNKVAPPF IIMYGEGIS|UAGEL ) 294
NTDB id 1123 0K783 RS03845 WP 003688695.1 R .. I.KKG KV KNKVAPPF IIRYGEGISIRXGEL |y 294
NTDB id 1427 RS RS02760 WP 011000510.1 R .. I.KKG KVVKNKVAPPF IYGG S IXGE |y 302
NTDB id 1389 A4U84 RS07560 WP 021112712.1 R .. V.KDG| KVVKNKVAPPF IMYGEGIS NIYEL | 310
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R . .V.KEG KVVKNK APPF |XANRANTIRY GIAGUSVIRGEL |y 293
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R .. V.KEG| KVVKNK APPF |XANSYNTIRYGIG N[MRGEL 293
NTDB id 1165 A1552VC RS01565 WP 000344154.1 R .. I1.KEG KVVKNK AJPF D 293
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R . .I.KEG KVVKNK AJNPF XANNNNTIMYG Gi3Y IXGEL |y 293
NTDB id 306608 DW350 RS14090 WP 115719542.1 R .. V.KEG KVVKNKVAPPF D 293
NTDB id 1205 PSJM300 05545 AFN77183.1 R .V.KEG KVVKNKVAPPF D 293
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