
logo MKSLQDQELDQKETLPSKLESQGLQSPAKKKRKFMYNVLEDKFFLQQFNMTLDMS
NNYGSWPLI SVKITCWI F I FFLAVCLALGYFVIV IRQPQKLDQDAIQDTNAQAQE

NTDB id 306513 DLE02 RS18170 WP 236091514.1 MSQDELQELSLEQLSAKKKKYNLDKFLQQFNTLDMNNYGSWPISVKITCWIFIFFAVLALGYFIVIQPKLQAIDNAQAQE 80
NTDB id 1056 ABD1 RS15860 WP 000076101.1 MSQDELQELSLEQLSAKKKKFNLDKFLQQFNTLDMNNYGSWPISVKITCWIFIFFAVLALGYFIVIQPKLQAIDNAQAQE 80
NTDB id 1012 ACIAD RS15185 WP 004923719.1 MKLDQLDKTPKESGQPKKKRMNVEKFFQQFNMLDMSNYGSWPLSVKITCWIFIFFLVCALGYFVVIRPQLDDIQTAQAQE 80
consensus !**!*!*****!****!!!**!**!!*!!!!*!!!*!!!!!!*!!!!!!!!!!!!*!*!!!!!*!!*!*!**!**!!!!!

logo

K
SNLLNEFREKQDSKLRNLQQYQHVQLEQEMRQASNFNQQLTEQLPKESTE IPGSLVEDINMLTGVNSGLKFKNIRLENDEVKQEFI F I EQP

NTDB id 306513 DLE02 RS18170 WP 236091514.1 SNLLNEFREKDSKLRNLQQYQVQLQEMQANFNQQLEQLPKETEIPSLVEDINLTGVNSGLKFKNIRLEDEVKQEIFIEQP 160
NTDB id 1056 ABD1 RS15860 WP 000076101.1 SNLLNEFREKDSKLRNLQQYQVQLQEMQANFNQQLEQLPKETEIPSLVEDINLTGVNSGLKFKNIRLEDEVKQEIFIEQP 160
NTDB id 1012 ACIAD RS15185 WP 004923719.1 KNLLNEFREKQSKLRNLQQYQHQLEEMRASFNQQLTQLPKESEIPGLVEDINMTGVNSGLKFKNIRLENEVKQEFFIEQP 160
consensus *!!!!!!!!!*!!!!!!!!!!*!!*!!*!*!!!!!*!!!!!*!!!*!!!!!!*!!!!!!!!!!!!!!!*!!!!!*!!!!!

logo I SA I EATGDYHAFGAFVSGS IAALPR IVTI
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AKKDENKTSDIPEVVLDNYASVIKAKTYRYI

VGVADTEDQTGSNEAQSTAGVKQAPAASANSTSN
NTDB id 306513 DLE02 RS18170 WP 236091514.1 IAIEATGDYHAFGAFVSSIAALPRIVTIHDFTVDVSPAKDNKSDIPVLNYSIKAKTYRYVGATDTSEQTGKAPAASASTN 240
NTDB id 1056 ABD1 RS15860 WP 000076101.1 IAIEATGDYHAFGAFVSSIAALPRIVTMHDFTVDVSPAKDNKSDIPVLNYSIKAKTYRYVGATDTSEQTGKAPAASASTN 240
NTDB id 1012 ACIAD RS15185 WP 004923719.1 ISIEATGDYHAFGAFVSGIAALPRIVTLHDFVIEAKQS.KEKTDIPEVDYAVKAKTYRYIGVDEQGNASAVQ....ANTS 235
consensus !*!!!!!!!!!!!!!!!*!!!!!!!!!*!!!**********!*!!!***!**!!!!!!!*!***************!*!*

logo TTTVPQAPQKGGTP
NTDB id 306513 DLE02 RS18170 WP 236091514.1 TTVQPK.... 246
NTDB id 1056 ABD1 RS15860 WP 000076101.1 TTVQPK.... 246
NTDB id 1012 ACIAD RS15185 WP 004923719.1 TTTPAQGGTP 245
consensus !!****
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