
logo MAQSF I SNKEQGFTL I EL IVALALGL I LVAAATQLF IGGLLSSRLQKANAE IQDSGI FGLEYMARDIRLLNYGNVVNPQL
NTDB id 306508 DLE02 RS18050 WP 236091516.1 MAQSFISNKEQGFTLIELIVALALGLILVAAATQLFIGGLLSSRLQKANAEIQDSGIFGLEYMARDIRLLNYGNVVNPQL 80
NTDB id 1066 ABD1 RS15740 WP 000079197.1 MAQSFISNKEQGFTLIELIVALALGLILVAAATQLFIGGLLSSRLQKANAEIQDSGIFGLEYMARDIRLLNYGNVVNPQL 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TDTTPRWGGIVLTGSTATNANNINF IPKVDTNTYIPEALLSRGAGDTVSTVNNHYWKGLSNIQNSSNAEVQSDQLTIQF IAP
NTDB id 306508 DLE02 RS18050 WP 236091516.1 TDTTPRGGIVLTGSTATNANNINFIPKVDTNTYIPEALLSRGAGDTVSTVNNYWKGLSNIQNSSNAEVQSDQLTIQFIAP 160
NTDB id 1066 ABD1 RS15740 WP 000079197.1 TDTTPWGGIVLTGSTATNANNINFIPKVDTNTYIPEALLSRGAGDTVSTVNNHWKGLSNIQNSSNAEVQSDQLTIQFIAP 160
consensus !!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TNMTNCEGVNVLAGDL IVQRYFLRVDNNGSSQQDYALACDANTPAVSATAQPDIVNGLGDAGQI I LPR IDHFHVLLGATKN
NTDB id 306508 DLE02 RS18050 WP 236091516.1 TNMTNCEGVNVLAGDLIVQRYFLRVDNNGSSQQDYALACDANTPAVSATAQPDIVNGLGDAGQIILPRIDHFHVLLGTKN 240
NTDB id 1066 ABD1 RS15740 WP 000079197.1 TNMTNCEGVNVLAGDLIVQRYFLRVDNNGSSQQDYALACDANTPAVSATAQPDIVNGLGDAGQIILPRIDHFHVLLGAKN 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!

logo AAGNFAYYTIPQYRVAAQAARDASPAVAAPR I LS IQI SVLARSTNNAQNKAIDPNQSFLMLDQNVHAADNRNTRFLRRVYS
NTDB id 306508 DLE02 RS18050 WP 236091516.1 AAGNFAYYTIPQYRVAAQAARDASPAVAAPRILSIQISVLARSTNNAQNKAIDPNQSFLMLDQNVHAADNRNRFLRRVYS 320
NTDB id 1066 ABD1 RS15740 WP 000079197.1 AAGNFAYYTIPQYRVAAQAARDASPAVAAPRILSIQISVLARSTNNAQNKAIDPNQSFLMLDQNVHAADNRTRFLRRVYS 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!

logo VTIALRNAMGETI
NTDB id 306508 DLE02 RS18050 WP 236091516.1 VTIALRNAMGETI 333
NTDB id 1066 ABD1 RS15740 WP 000079197.1 VTIALRNAMGETI 333
consensus !!!!!!!!!!!!!
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