logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1
id 1083 HON27 RS04190 WP 168726476.1

id 306449 DM012 RS14505 WP 000472704.

id 1070 ABD1 RS13145 WP 000472713.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1
id 1083 HON27 RS04190 WP 168726476.1

id 306449 DM0O12 RS14505 WP 000472704 .

id 1070 ABD1 RS13145 WP 000472713.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1
id 1083 HON27 RS04190 WP 168726476.1

id 306449 DM0O12 RS14505 WP 000472704.

id 1070 ABD1 RS13145 WP 000472713.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1
id 1083 HON27 RS04190 WP 168726476.1

id 306449 DM012 RS14505 WP 000472704.

id 1070 ABD1 RS13145 WP 000472713.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1
id 1083 HON27 RS04190 WP 168726476.1

id 306449 DMO12 RS14505 WP 000472704.

id 1070 ABD1 RS13145 WP 000472713.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1
id 1083 HON27 RS04190 WP 168726476.1

id 306449 DMO12 RS14505 WP 000472704.

id 1070 ABD1 RS13145 WP 000472713.1

consensus

1

|

|

AL L L e ELING PORLKAE L TS XHYAE i

A

MFKIILLGWIGGIALMGIDFPLIMQYEKVGEALLLLAFIFYLYKRPMFVDRPFLKAVFCLLCTTSLFMVGYHYAEKALIE

MFKIILLGWIGGIALMGIDFPLIMQYEKVGEALLLLAFIFYLYKRPMFVDRPFLKAVFCLLCTTSLFMVGYHYAEKALIE
MFKIILLGWIGGIALMGIDFPLIMQYEKVGEALLLLAFIFYLYKRPMFVDRPFLKAVFCLLCTTSLFMVGYHYAEKALIE

N esrormuDL R s s R S A

QMGINS SINK GEK (o] VI:SEAAR\BRH P VVNW FY@DQSLLGA . EKSSS|RoNe ) VAS:NSIAN G NNY T |51
RLEQRETDTRNLDIIVYINRLSEEKDNKVQQTAQVLNLSKEPVNWLLYLKSNNQNLLKNNQNLELGHYYRISGKTRPAHS
RLEQRETDTRNLDIIVYINRLSEEKDNKVQQTAQVLNESKEPVNWLLYLKSNNQNLLKNNQNLELGHYYRISGKTRPAHS
RLEQRETDTRNLDIIVYINRLSEEKDNKVQQTAQVLNLSKEPVNWLLYLKSNNQNLLKNNQNLELGHYYRISGKTRPAHS
Dol skoskoskoskoskskokokoskoskokok Dok Dokoskokokok Doksk Dokskoskosk Dok Dok DD Dokskoskosksk DL Dok Dokskoskokskokokskoskokskoskoksk DL D sk DD Dk D sk b 1

I AFD@EK\/FngN\LgiTEMVBI ElSLQElYBL ISR R

YATPGAFDQEKWFIQRNIMSGFNVRYIEPLSLDEIYRLGYQQHLKEQQSFSNSFRLNIEKLRLTFRQILNSSSLQQKGLI
YATPGAFDQEKWFIQRNIMSGFNVRYIEPLSLDEIYRLGYQQHLKEQQSFSNSFRLNIEKLRLTFRQILNSSSLQQKGLI

LT RLLOTAHEL LAY AL LY EE R A LT

LALLTGDESLLSDETQLQFKQLGISHLLAISGPHV.IFAIMLSWACHQFISRYYP.IYLWKPKQ LMAVPCCLGVLIYTA
LALLTGDESLLSDETQLQFKQLGISHLLAISGPHVLIFAIMLSWACHQFISRYYPQIYLWKPKQVLMAVPCCLGVLIYTA

sl L RSP

Q
FVGFEIPALRTLLSWWLIFIGFLLLKQPIKPFTLLVYSASLLLLMDPFSVLSAGFWLSYGACFIL RIYQTIAQLPEQHFL
IFIGFLLLKQPIKPFTLLVYSASLLLLDPFSVLSAGFWLSYGACFIL RIYQTIAQLPEQEFL
W

S A

ERRKINL BISQEKIF ALGPLTL MFIMQISW APL N IA PI GG IVPL IMA CiWIR3 SIRGNMLEYGRN
SLSSKMIFMSKVLIESQGKIFIALSPLTLLFFQEISWVAPLTNIIAVPIVGSVIVPLNIIAACAWFV KPFGNMLFHEND
SLSSKMIFMEKVLIESQGKIFIALSPLTLLFFQQISWVAPLTNITIAVPIVGEVIVPLNIMAACAWF KPFGNMLFHFND

SLSSKMIFMSKVLIESQGKIFIALSPLTLLFFQQISWVAPLTNIIAVPIVGEVIVPLNIMAACAWFV KPFGNMLFHFND
otk Dorkok Lk Lk DLk DD LR DLk b DD Dok ok DD b L0 Dok e D L Dok b ok D LD Do o ok Dok Dookkorkor DD 1 Lok |k

FVGFEIPALRTLLS

3 EALEN

159
160
160
160

239
240
240
240

319
320
320
320

399
400
400
400

478
480
480
480



logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1
id 1083 HON27 RS04190 WP 168726476.1

id 306449 DMO12 RS14505 WP 000472704.

id 1070 ABD1 RS13145 WP 000472713.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1
id 1083 HON27 RS04190 WP 168726476.1

id 306449 DM0O12 RS14505 WP 000472704.

id 1070 ABD1 RS13145 WP 000472713.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1
id 1083 HON27 RS04190 WP 168726476.1

id 306449 DM0O12 RS14505 WP 000472704.

id 1070 ABD1 RS13145 WP 000472713.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1
id 1083 HON27 RS04190 WP 168726476.1

id 306449 DMO12 RS14505 WP 000472704.

id 1070 ABD1 RS13145 WP 000472713.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1
id 1083 HON27 RS04190 WP 168726476.1

id 306449 DMO12 RS14505 WP 000472704.

id 1070 ABD1 RS13145 WP 000472713.1

consensus

LS Sl LR LALLM

JBAT ILFLPKG PKIJW§ LCF IARENEP SISMTIRP T[N]
SLPLQGISLTPLSLLAISCAIIILFLPKGILPKTWGILCCLPLV MNKTSQQIQLNILDVGQG
SLPLQGISLTPLSLLAISEAIIILFLPKGILPKTWGILCCLPLVIMNKTSQQIQLNILDVGQG

MLLSILLSCLGLLEKL]

MLLSILLSCLGLLEKLE
MLLSILLSCLGLLEKLE
s b Dotk Dotk Dok | stk | Dotk DD Do Dotk DL LT

AT QN\/\/\/ JOE HMDDHS HQQ

Q . Q
QAIFLQHP QNWLIDTGGSYDEKIFSIGQNVVVPFLRQQGVRQLDHVVLSHLDQEDHSGAFP IQQEIPVKQLISNEQLP
QAIFLQH.EQNWLIDTGGSYDEKIFSIGQNVVVPFLRQQGVRQLDHVVLSHLDQDDHSGAFPLIQQEIPVKQLISNEQLP

WWWW@WﬂQWHMMM%ﬁWNhMNlMWWM@N

lKlDVlVl HH SKHSSAYDFlAILK KLA ASA FQNRY H SQ@VLARlﬁAlH lKST%EQ 1L§FMLENHKL¥LﬂD

Q
LKIDVLVLGHHGSKHSSAYDFLATLKPKLAIASAGFDNRYGHPSQQVIARLKALHIPLKST EQGTLSFVLENHK VLHD
LKIDVLVLGHHGSKHSSAYDFLATLKPKLAIASAGFDNRYGHPSQQVIARLKALHIPLKSTVEQGTLSFVLENHKIVLHD
LKIDVLVLGHHGSKHSSAYDFLATLKPKLAIASAGFDNRYGHPSQQVIARLKALHIPLKSTVEQGTLSFVLENHKIVLHD

AR

806
810
811
810

s Poksksksk |k | ks

X non conserved
B similar
> 507 conserved

558
559
559
559

636
638
639
638

716
718
719
718

796
798
799
798



