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NTDB id 306422 DK878 RS10750 WP 004194534.1 ..MEELRTLNISEIHPNPYQPRIHFDEKELLELAQSIKENGLIQPIIVRKSSIIGYELLAGERRLRASQLAGLTTIPAVV 78
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NTDB id 306422 DK878 RS10750 WP 004194534.1 KELTDDDLLYQAIIENLQRSNLNPIEEAASYQKLISRG.LTHDEVAQIMGKSRPYISNLLRLLNLSSQTKQAVEEGKISQ 157
NTDB id 382 SMU RS09895 WP 011074697.1 KKISDDDSMKQAIIENLQRSDLNPIEEAKAYQNLINRNHMTHDDIAKVIGKSRPYITNSIRLLNLPLHISQALEKGLISQ 160
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NTDB id 306422 DK878 RS10750 WP 004194534.1 GHARQLVSFSE.EKQAEWVQLILSKDLSVRTLEKLIAANKKKHTKLKQRDQFLKEQEDSLSKTLGTATKIIKKKNGSGEI 236
NTDB id 382 SMU RS09895 WP 011074697.1 GHARLLLSIEKQDLQDKWFQKILTEQLSVHQIERALKSQTKKE.KKTSKDIFLAEKEKELSQSLGLPVVIHYNKKHQGQL 239
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